
IMGVR_UViG_3300045988_161777|3300045988|Ga0495776_150944 12712:19432(+)

CDS_0021

CDS_0022
CDS_0023

CDS_0024

CDS_0025
CDS_0026

CDS_0027 CDS_0028 CDS_0029 CDS_0030
CDS_0031

CDS_0032
CDS_0033

CDS_0034

CDS_0035 CDS_0036

IMGVR_UViG_3300045988_156109|3300045988|Ga0495776_180928 10728:18013(+)

CDS_0027 CDS_0028
CDS_0029

CDS_0030 CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0337024 7608:13869(+)

16 17 18 19 20 21 22 23

uvig_257375 13010:19223(+)

CDS_0025 CDS_0026 CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0378145 9735:16950(+)

CDS_0016
CDS_0017

CDS_0021
CDS_0022

CDS_0023
CDS_0024 CDS_0026

CDS_0027
CDS_0028

IMGVR_UViG_3300045988_148856|3300045988|Ga0495776_174198 11235:19363(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0034

CDS_0035 CDS_0036

IMGVR_UViG_3300045988_161435|3300045988|Ga0495776_174679 10918:17492(+)

CDS_0019CDS_0020

MGV-GENOME-0361361 1922:9915(+)

11 12 13 14 15 17 22

IMGVR_UViG_3300045988_160877|3300045988|Ga0495776_168622 13596:20899(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0034 CDS_0039

MGV-GENOME-0371087 11265:19517(+)

26 27 28 29 30 31 36

MGV-GENOME-0347987 47546:55384(-)

7778798081828384858687

MGV-GENOME-0363462 91926:96293(-)

124125126127128129

uvig_316550 120066:127403(-)

CDS_0142
CDS_0143

CDS_0144CDS_0149
CDS_0150

CDS_0151
CDS_0152

MGV-GENOME-0354413 7812:15149(+)

CDS_0021
CDS_0022

CDS_0023
CDS_0024

MGV-GENOME-0371153 10357:18650(+)

CDS_0023
CDS_0024

CDS_0025

MGV-GENOME-0357702 7020:15313(+)

16 17 18 19 20 21 22 23 24

MGV-GENOME-0344975 62669:70727(-)

86878889909192939495

IMGVR_UViG_3300045988_152088|3300045988|Ga0495776_151242 9758:18573(+)

24 25 26 27 28 29

MGV-GENOME-0353144 7965:17754(+)

16 17 18 19 20 21 22 23 24 25 26 27 28

IMGVR_UViG_3300045988_167297|3300045988|Ga0495776_181686 13777:23245(+)

25 27 28 29 30 31 32 33

IMGVR_UViG_3300045988_156415|3300045988|Ga0495776_174780 10110:19875(+)

24 25 26 27 28 29 30 31

IMGVR_UViG_3300029643_000095|3300029643|Ga0245225_100040|483-109525 11872:21636(+)

27 28 29 30 31 32 33 34

IMGVR_UViG_3300045988_166997|3300045988|Ga0495776_176321 11807:20819(+)

25 26 27 28 29 30 31 32

MGV-GENOME-0323427 40895:48042(-)

75767778798081828384

IMGVR_UViG_3300045988_156113|3300045988|Ga0495776_187060 10789:18902(+)

24 25 26 27 28 29 30 31 32 33

IMGVR_UViG_3300045988_158957|3300045988|Ga0495776_187059 10041:18431(+)

21 22 23 24 25 26 27 28 29

MGV-GENOME-0353691 5515:13900(+)

15 16 17 18 19 20 21 22 23

MGV-GENOME-0371321 12812:20702(+)

22 23 24 25 26 27 28 29

MGV-GENOME-0361969 74055:81840(-)

103104105106107
108

109
110

MGV-GENOME-0371243 10167:18517(+)

20 21 22 23 24 25 26 27 28

IMGVR_UViG_3300045988_164545|3300045988|Ga0495776_151177 9158:17509(+)

19 20 21 22 23 24 25 26 27

MGV-GENOME-0369524 7963:15359(+)

15 16 17 18 19 20 21 22 23

MGV-GENOME-0370987 10000:16666(+)

23 24 25 26 27 28 29

ivig_1772 10248:17435(+)

18 19 20 21 22 23 24 25

MGV-GENOME-0360131 73130:82409(-)

99100101102103transposase (CDS_0104)105

IMGVR_UViG_3300045988_169222|3300045988|Ga0495776_156845 8437:18306(+)

17 18 19 20 21 22 23 24 25 26

MGV-GENOME-0352073 63671:73540(-)

88899091929394959697

MGV-GENOME-0371354 12718:21571(+)

27 28 29 30 31 32 33 34 35 36

IMGVR_UViG_3300045988_164055|3300045988|Ga0495776_188287 10854:20685(+)

20 21 22 23 24 25 26 27 28 29 31

IMGVR_UViG_3300045988_159744|3300045988|Ga0495776_180884 10737:17622(+)

20 21 22 23 24

IMGVR_UViG_3300045988_154950|3300045988|Ga0495776_188188 11324:18982(+)

28 29 30 31 32 33

IMGVR_UViG_3300045988_155840|3300045988|Ga0495776_174798 9535:17172(+)

23 24 25 26 27 28 30 31

MGV-GENOME-0358304 73427:80935(-)

99100106107108109110111

IMGVR_UViG_3300045988_158615|3300045988|Ga0495776_168616 10151:17426(+)

22 23 24 25 26 30 31

MGV-GENOME-0372370 10788:18069(+)

21 22 23 24 25

IMGVR_UViG_3300045988_158032|3300045988|Ga0495776_102522 12004:16920(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

IMGVR_UViG_3300006167_000265|3300006167|Ga0080698_100018|66394-178365 12002:18785(+)

25 26 27 28 29 30 31 32 33

IMGVR_UViG_3300045988_156583|3300045988|Ga0495776_102580 12629:21180(+)

26 27 28 29 30 31 32 33 34

MGV-GENOME-0374746 5816:14351(+)

15 16 17 18 19 20 21 22

MGV-GENOME-0331877 46193:52957(-)

798081828384

MGV-GENOME-0370069 7839:16990(+)

17 18 19 20 21 22 23 24 25 26 27

MGV-GENOME-0341113 106:6889(+)

4 5 6 7 8 9 10 11

MGV-GENOME-0347691 7265:15731(+)

15 16 17 18 19 20 21 22 23 27

IMGVR_UViG_3300045988_159207|3300045988|Ga0495776_151229 9534:18954(+)

20 21 22 23 24 25 26 27 28

MGV-GENOME-0335761 48992:56754(-)

808182838485868788

IMGVR_UViG_3300045988_159198|3300045988|Ga0495776_181772 5818:13259(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300029336_000292|3300029336|Ga0243752_100102|62085-176062 13336:21336(+)

29 30 31 32 33 34 35 36

IMGVR_UViG_3300045988_157181|3300045988|Ga0495776_151160 7039:14810(+)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0362144 6645:13755(+)

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0371462 13006:21452(+)

24 25 26 27 28 30 31

IMGVR_UViG_3300045988_153269|3300045988|Ga0495776_181035 9907:18142(+)

20 21 22 23 24

MGV-GENOME-0371312 13221:21644(+)

24 25 26 27 28

MGV-GENOME-0373850 13068:21486(+)

CDS_0023
CDS_0024

CDS_0025 CDS_0026

MGV-GENOME-0349659 58559:65019(-)

9192939495

uvig_314735 137022:144237(-)

CDS_0168
CDS_0169

CDS_0170

uvig_319716 13750:21871(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0359299 7857:15972(+)

CDS_0021
CDS_0022

CDS_0023

IMGVR_UViG_3300045988_159335|3300045988|Ga0495776_074315 6257:14284(+)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0355585 70778:78805(-)

CDS_0097
CDS_0098

CDS_0099

ivig_397 4272:11978(+)

CDS_0015
CDS_0016

CDS_0017

uvig_567345 107939:116810(-)

CDS_0138
CDS_0139

CDS_0140

uvig_554777 12167:21038(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0358064 6886:15761(+)

CDS_0021
CDS_0022

CDS_0023

MGV-GENOME-0371520 15357:22516(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0371266 12457:21042(+)

26 27 28 29 30 31 32 33 34

MGV-GENOME-0358428 6117:15243(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300029470_000164|3300029470|Ga0244172_100035|30909-143158 12460:19470(+)

CDS_0031 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0355169 63761:72427(-)

86919293949596979899

MGV-GENOME-0341578 52493:60703(-)

828384858687888990

MGV-GENOME-0372917 10151:18759(+)

22 23 24 25 26

MGV-GENOME-0370385 6065:14574(+)

16 17 18 19 20

uvig_131731 66755:72519(-)

909192939495969798

3000 nt

integration and excision unknown function


