
SRS148973_a1_ct11426 25764:33297(+)

CDS_0022 CDS_0023
CDS_0024

CDS_0025
CDS_0026

CDS_0027

CDS_0028

CDS_0029

Erf-like ssDNA annealing protein (CDS_0030)

CDS_0031CDS_0032
CDS_0033

replisome organizer (CDS_0034)

CDS_0035 CDS_0036

SAMN11031314_a1_ct3037 25444:33028(+)

Mu Gam-like end protection (CDS_0029)
Erf-like ssDNA annealing protein (CDS_0030)

CDS_0031 CDS_0033 replisome organizer (CDS_0034)

OTU_1981 25141:32773(+)

CDS_0021 CDS_0028
Mu Gam-like end protection (CDS_0030)

Erf-like ssDNA annealing protein (CDS_0031)

CDS_0033

SAMN11031413_a1_ct1169 25332:33121(+)

CDS_0028 CDS_0032

IMGVR_UViG_3300006254_000009|3300006254|Ga0099365_1000046 25002:32698(+)

Mu Gam-like end protection (CDS_0028) CDS_0029

uvig_375556 25126:32389(+)

CDS_0028 CDS_0031 DnaD-like helicase loader (CDS_0034)

SAMEA5803440_a1_ct31 25111:32210(+)

Mu Gam-like end protection (CDS_0028) CDS_0029 replisome organizer (CDS_0032)

SAMN11031318_a1_ct257 25436:32732(+)

CDS_0028

SAMN11031433_a1_ct1691 24298:32593(+)

20 25 26 27 28 29

IMGVR_UViG_3300045988_012877|3300045988|Ga0495776_172866 24683:32658(+)

CDS_0028
Erf-like ssDNA annealing protein (CDS_0029)

CDS_0030 CDS_0032
DnaD-like helicase loader (CDS_0033)

CDS_0035

IMGVR_UViG_3300045988_011720|3300045988|Ga0495776_008323 25339:32726(+)

CDS_0029 Erf-like ssDNA annealing protein (CDS_0030)

SAMN10080920_a1_ct1564 25146:32519(+)

CDS_0029 Erf-like ssDNA annealing protein (CDS_0030) CDS_0035

OTU_2086 25490:32578(+)

CDS_0029 exonuclease (CDS_0030)

MGV-GENOME-0334315 25663:33859(+)

CDS_0022 transcriptional regulator (CDS_0026) CDS_0028 Erf-like ssDNA annealing protein (CDS_0029)

OTU_1710 25334:33170(+)

CDS_0027

IMGVR_UViG_3300007220_000034|3300007220|Ga0104054_100508 24642:32433(+)

CDS_0027

SRS014474_a1_ct8_vs1 25138:32776(+)

CDS_0027

OTU_1879 25503:32855(+)

CDS_0024 CDS_0029 HNH endonuclease (CDS_0034)

SRS097966_a1_ct25930 25308:32945(+)

Mu Gam-like end protection (CDS_0027) CDS_0028

IMGVR_UViG_3300007924_000189|3300007924|Ga0113552_100271|3727-44271 25026:32582(+)

Retron_VI__HTH (CDS_0026)
CDS_0027

Mu Gam-like end protection (CDS_0030)

CDS_0031
Erf-like ssDNA annealing protein (CDS_0032)

SRS015209_a1_ct8809 25294:32850(+)

Mu Gam-like end protection (CDS_0029)
CDS_0030

Erf-like ssDNA annealing protein (CDS_0031)

uvig_314333 25050:33213(+)

transcriptional regulator (CDS_0026)
CDS_0028 CDS_0030 exonuclease (CDS_0031)

uvig_315499 24995:33213(+)

CDS_0027

IMGVR_UViG_3300045988_012657|3300045988|Ga0495776_001019 24414:33277(+)

CDS_0022 CDS_0023 CDS_0028

IMGVR_UViG_3300028507_000008|3300028507|Ga0307849_1021 24260:33152(+)

CDS_0024
transcriptional repressor (CDS_0025)

CDS_0027

OTU_1761 25452:33639(+)

CDS_0028

SRS143879_a1_ct20587 24678:32844(+)

CDS_0027

SRS047219_a1_ct12763 25062:33384(+)

CDS_0028

OTU_1933 24109:33664(+)

CDS_0020
CDS_0025

CDS_0026 CDS_0027

OTU_1998 25000:33452(+)

CDS_0025
CDS_0026

CDS_0027

SRS098533_a1_ct10045 24433:32810(+)

25 26 27 28
Erf-like ssDNA annealing protein (CDS_0029)

replisome organizer (CDS_0033)

SRS143310_a1_ct41658_vs1 24319:33467(+)

CDS_0023 CDS_0026
transcriptional regulator (CDS_0027)

Retron_VI__HTH (CDS_0028)

SRS144759_a1_ct10915 24865:33058(+)

CDS_0024 CDS_0028

OTU_1892 24545:32929(+)

Retron_VI__HTH (CDS_0026)
CDS_0028 CDS_0033

SAMN01041786_a1_ct1679_vs1 25464:34389(+)

CDS_0022
CDS_0023

CDS_0026
CDS_0029

CDS_0030 CDS_0031 Erf-like ssDNA annealing protein (CDS_0032)

uvig_314462 25464:34584(+)

CDS_0023
CDS_0029

CDS_0030 CDS_0031 Erf-like ssDNA annealing protein (CDS_0032)

MGV-GENOME-0271974 24801:33543(+)

CDS_0027
CDS_0028 CDS_0029 Erf-like ssDNA annealing protein (CDS_0030)

IMGVR_UViG_3300007220_000252|3300007220|Ga0104054_100383|3-41725 25013:34220(+)

CDS_0022
CDS_0028

CDS_0029 CDS_0030 exonuclease (CDS_0031) CDS_0039

MGV-GENOME-0279535 24821:34303(+)

CDS_0028
CDS_0029

CDS_0030 Erf-like ssDNA annealing protein (CDS_0031)

OTU_1856 24772:33451(+)

CDS_0028 Erf-like ssDNA annealing protein (CDS_0029)

OTU_1772 24793:33647(+)

CDS_0025 CDS_0028 Erf-like ssDNA annealing protein (CDS_0029)

uvig_446689 25372:35297(+)

CDS_0029 replisome organizer (CDS_0030)

single strand DNA binding protein (CDS_0034)

CDS_0035
CDS_0036

DNA methyltransferase (CDS_0037)

RusA-like Holliday junction resolvase (CDS_0038)

uvig_319184 23650:32796(+)

18 endolysin (CDS_0019) 22 23 26 27

transcriptional regulator (CDS_0028)
Retron_VI__HTH (CDS_0029)

30 33

TemPhD_cluster_27492 23650:31840(+)

24 25

transcriptional regulator (CDS_0026)
Retron_VI__HTH (CDS_0027)

28

uvig_456031 24248:32131(+)

25 26

transcriptional regulator (CDS_0027)
Retron_VI__HTH (CDS_0028)

29

IMGVR_UViG_3300045988_043266|3300045988|Ga0495776_165807 23364:31557(+)

CDS_0017 CDS_0020
CDS_0024

CDS_0025
CDS_0026

CDS_0027

MGV-GENOME-0313395 23903:31557(+)

CDS_0024
CDS_0025

transcriptional regulator (CDS_0026)

CDS_0027

MGV-GENOME-0318310 23975:31816(+)

CDS_0024

transcriptional regulator (CDS_0025)
Retron_VI__HTH (CDS_0026)

anti-repressor (CDS_0027) CDS_0030 Erf-like ssDNA annealing protein (CDS_0031)

SRS062714_a1_ct8097 23692:33892(+)

CDS_0018
CDS_0024

CDS_0025

transcriptional regulator (CDS_0026)

CDS_0027

SRS042643_a1_ct23909_vs1 24132:34106(+)

24 25
transcriptional regulator (CDS_0026)

27 28

SRS143135_a1_ct18166_vs1 24644:34129(+)

CDS_0022
CDS_0026

CDS_0027

transcriptional regulator (CDS_0028)

CDS_0029

SRS143022_a1_ct6127_vs1 23661:33994(+)

CDS_0026
CDS_0027

transcriptional regulator (CDS_0028)

CDS_0029

OTU_1936 23999:33032(+)

CDS_0025
transcriptional regulator (CDS_0026)

CDS_0027 CDS_0032

SAMN11031373_a1_ct701 23879:31762(+)

CDS_0024
CDS_0025

CDS_0026

CDS_0027 HNH endonuclease (CDS_0032)

OTU_1809 24108:32358(+)

CDS_0024
CDS_0025

transcriptional regulator (CDS_0026)

CDS_0027

OTU_1863 23631:33517(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027 DnaD-like helicase loader (CDS_0033)

SAMN11031299_a1_ct860 23636:33405(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300008748_000245|3300008748|Ga0114085_100106|9142-50652 23618:33174(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027

SRS144194_a1_ct11315 23918:33231(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027

OTU_1930 23852:33290(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027

OTU_1907 23424:33271(+)

CDS_0024 CDS_0025
CDS_0026

CDS_0027

Ma_2019_SRR341703_NODE_308_length_42348_cov_3.289646 24080:33508(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_057679|3300045988|Ga0495776_177384 23321:31649(+)

23

transcriptional regulator (CDS_0024)
Retron_VI__HTH (CDS_0025)

anti-repressor (CDS_0026)
27

IMGVR_UViG_2645727882_000001|2645727882|2645765414|107078-149148 22904:31971(+)

CDS_0016 CDS_0024
CDS_0025

Retron_VI__HTH (CDS_0026)

CDS_0027 CDS_0029

IMGVR_UViG_3300006678_000251|3300006678|Ga0100058_100195|9136-50110 23582:33185(+)

CDS_0024
CDS_0025

CDS_0026
CDS_0027

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function Defence


