CDS_0017 HNH endonuclease (CDS_0020)
CDS_0016 CDS_0018 CDS_0019 CDS_0021 CDS_0022

Station85_SUR_COMBINED_FINAL_NODE_2528_length_14771_cov_15.353629 10552:14770(+)
CDS_0005 CDS_0002 CDS_0001

Station193 SUR _ALL assembly NODE 5020 _length_ 11279 cov_16.524768 2:3525(-)

CDS_0002 CDS_0001

Station209_SUR_ALL assembly_ NODE 8089 _length 12071 _cov_7.081059 108:3391(-)
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Station173_ DCM_ALL assembly NODE_8703_length_13031_cov_5.849260 8536:13019(+) o
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Station188_DCM_ALL_assembly_ NODE_5803_length_13719_cov_19.841115 8564:13718(+)
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