CDS_0023
€Ds_0025
CDS_0022
CDS_0016 tail protein (CDS 0018) ~ CDS_0020 CDS 0024 CDS 0027
T cDs.0017 CDS_0019 CDS_0021 €DS_0026

MGV-GENOME-0230497 12035:19471(+)
CDS_0021

MGV-GENOME-0228976 12035:19263(+)

Retron_VI_HTH (CDS_0039)
holin (CDS_0023) 27 35
21 22 2425 26] 28 293031 32 33 34 3637 38 4041 42

;%

uvig 396222 12035:30298(+)

Retron_VI_HTH (CDS_0039)
holin (CDS_0023) 27 35
21 22 24 25 26] 28 29 3031 32 33 34 3637 38 4041 42

E%

uvig 545704 12035:30425(+)

Retron_VI_HTH (CDS_0039)
holin (CDS_0023) 27 35
21 22 24 25 26] 28 29 3031 32 33 34 3637 38 4041 42 43

;4

MGV-GENOME-0289394 12035:30665(+)

Retron_VI_HTH (CDS_0039)
tail length tape measure protein (CDS_0015) holin (CDS_0023) 27 35

tail protein (CDS_0018) 21 22 24 25 26] 28 29 3031 32 33 34 3637 38 4041 42

;

uvig_549384 9792:30398(+)

integrase (CDS_0021)
20 Retron_VI_HTH (CDS_0026)
14 19] 22 232425 12728 29

i%

uvig_485428 9208:22950(+)

8000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis tail unknown function Defence
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