CDS_0002 CDS_0003 CDS_0004 CDS_0005 CDS_0006CDS_0007 CDS_0008 CDS_0009 CDS_0010

MGV-GENOME-4340242 508:2682(+)
CDS_0022 CDS_0021 CDS_0020

MGV-GENOME-0117130 14493:16666(-)
CDS_0001 CDS_0002 CDS_0003

MGV-GENOME-0115449 106:2092(+)
CDS_0003 CDS_0004 CDS_0005

MGV-GENOME-0107914 431:2571(+)
CDS_0002  CDS_0003

uvig_542537 327:2303(+)
CDS_0002 CDS_0003 CDS_0004 CDS_0009

MGV-GENOME-0113678 90:2731(+)
CDS 0021 CDS_ 0020 CDS_ 0019

'
uvig_ 68554 14078:16685(-)
CDS_0023 CDS_0021  CDS_0020

MGV-GENOME-0120695 15003:16936(-)
CDS_0001

MGV-GENOME-0116872 114:2047(+)
CDsS_0001

MGV-GENOME-0120321 409:2157(+)
DnaB-like replicative helicase (CDS_0001)

MGV-GENOME-0129098 2:3068(+)
CDS_0021

MGV-GENOME-0080263 12078:13896(-)
CDS_0021 CDS_0020

MGV-GENOME-0113900 14692:16520(-)
CDS_0017
CDS_0018 CDS_0012

MGV-GENOME-0107501 13305:15978(-)
CDS_0004

MGV-GENOME-0082027 203:2877(+)
CDS_0019CDS_0018

MGV-GENOME-0118606 13930:16767(-)

CDS_0007
CDS_0002 CDS_0003 CDS_0004 CDS_0006
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MGV-GENOME-0080327 247:2305(+)
CDS_0020 CDS_0019

MGV-GENOME-0075547 11502:13536(-)
CDS_0002

MGV-GENOME-0114494 476:2512(+)
CDS_0020

MGV-GENOME-0112111 14502:16246(-)
CDS_0020 CDS_0019

MGV-GENOME-0116632 14244:16745(-)
CDS_0002 CDS_0003

MGV-GENOME-0111701 328:2829(+)
CDS_0019 CDS_0018

MGV-GENOME-0112367 13790:16292(-)

CDS_0020
MGV-GENOME-0115483 14526:165190)
CDS_0020
CDS_0002
I

MGV-GENOME-0100547 159:2618(+)

1000 nt

DNA, RNA and nucleotide metabolism unknown function
I



