
uvig_179530 9443:30340(+)

tail length tape measure protein (CDS_0012)
13

distal tail protein Dit (CDS_0014)

15

tail fiber protein (CDS_0016)

holin (CDS_0017)
holin (CDS_0018)

Retron_VI__HTH (CDS_0019)
PhoH-like phosphate starvation-inducible (CDS_0020)

21 22
23

24 25
26

27
28

29
30

31

uvig_121219 9476:31007(+)

17 18 19
20

holin (CDS_0021)
Retron_VI__HTH (CDS_0022)

PhoH-like phosphate starvation-inducible (CDS_0023)

24 25
26

27 28

OTU_539 9798:33280(+)

18 19 20 21
22

endolysin (CDS_0023)

24

holin (CDS_0025)

Retron_VI__HTH (CDS_0026)
PhoH-like phosphate starvation-inducible (CDS_0027)

28 29
30

31 32 33

uvig_13272 9879:32627(+)

18 19 20 21
holin (CDS_0022)

Retron_VI__HTH (CDS_0023)
PhoH-like phosphate starvation-inducible (CDS_0024)

25 26
27

28 29

uvig_331741 10124:30261(+)

13 17 19

Retron_VI__HTH (CDS_0020)
PhoH-like phosphate starvation-inducible (CDS_0021)

22 23
24

25 26

uvig_129873 9522:29851(+)

18

Retron_VI__HTH (CDS_0019)
PhoH-like phosphate starvation-inducible (CDS_0020)

21 22
23

24 25 26

uvig_286568 10434:31784(+)

19

endolysin (CDS_0020)

21
holin (CDS_0022)

Retron_VI__HTH (CDS_0023)
PhoH-like phosphate starvation-inducible (CDS_0024)

25 26
27

28 29

uvig_240045 10664:32072(+)

19
20

21

holin (CDS_0022)
Retron_VI__HTH (CDS_0023)

PhoH-like phosphate starvation-inducible (CDS_0024)

25 26
27

28 29

uvig_137937 9818:31493(+)

18 19 2021
22

Retron_VI__HTH (CDS_0023)
PhoH-like phosphate starvation-inducible (CDS_0024)

25 26
27

28 29 30

uvig_140603 9909:31588(+)

18 19 2021

Retron_VI__HTH (CDS_0022)
PhoH-like phosphate starvation-inducible (CDS_0023)

24 25
26

27 28 29

uvig_278309 9930:31935(+)

18 19 20
21

22

Retron_VI__HTH (CDS_0023)
PhoH-like phosphate starvation-inducible (CDS_0024)

25 26
27

28 29 30

SAMN06164767_a1_ct81950_vs1 9928:32808(+)

18 19 20
Retron_VI__HTH (CDS_0021)

PhoH-like phosphate starvation-inducible (CDS_0022)

23 24

transposase (CDS_0025)
26

27 28 29

uvig_150968 9433:31566(+)

17 18 19
20

21

Retron_VI__HTH (CDS_0022)
PhoH-like phosphate starvation-inducible (CDS_0023)

24 25
26

27 28

IMGVR_UViG_3300008640_000161|3300008640|Ga0111422_100250 9688:30816(+)

18 19 20

Retron_VI__HTH (CDS_0021)
PhoH-like phosphate starvation-inducible (CDS_0022)

23 24
25

26 27 28

uvig_530568 9928:31108(+)

18 19 2021
22

23

transposase (CDS_0024)
25

26 27 28

uvig_423005 9952:35567(+)

18 19 2021 22 23
24

25

Retron_VI__HTH (CDS_0026)
PhoH-like phosphate starvation-inducible (CDS_0027)

28 29
30

31 32 33

uvig_132446 9292:32290(+)

17 18 19

RelE-like toxin (CDS_0020)

21

endolysin (CDS_0022)

23
holin (CDS_0024)

Retron_VI__HTH (CDS_0025)
PhoH-like phosphate starvation-inducible (CDS_0026)

27 28
29

30 31 32

uvig_451351 9432:35099(+)

17 18 19 20 21 22 23 24

Retron_VI__HTH (CDS_0025)
PhoH-like phosphate starvation-inducible (CDS_0026)

27 28
29

30 31

uvig_69176 10179:34593(+)

192021 22 23 24 25

Retron_VI__HTH (CDS_0026)
PhoH-like phosphate starvation-inducible (CDS_0027)

28 29
30

31 32

uvig_448283 9930:39943(+)

18 19
ABC transporter (CDS_0020)

21 22 23 24 25 26 27 28

Retron_VI__HTH (CDS_0029)
PhoH-like phosphate starvation-inducible (CDS_0030)

31 32
33

34 35 36

uvig_48033 9738:33790(+)

19 20 21 22
23

24 25

PhoH-like phosphate starvation-inducible (CDS_0026)

27 28
29

30 31 32

uvig_11238 9567:35086(+)

18 19 20 21 22
23

endolysin (CDS_0024)
25

26
27

28 29

Retron_VI__HTH (CDS_0030)
PhoH-like phosphate starvation-inducible (CDS_0031)

32 33
34

35 36

MGV-GENOME-0339705 9567:29113(+)

18 19 20 21 22
23

endolysin (CDS_0024)

25

holin (CDS_0026)

27

MGV-GENOME-0331016 9879:25824(+)

CDS_0018
CDS_0019

CDS_0020

IMGVR_UViG_3300045988_113853|3300045988|Ga0495776_181327 10179:25742(+)

CDS_0019
CDS_0020

uvig_281633 9798:27596(+)

18
19

20 21 22

IMGVR_UViG_3300029690_000319|3300029690|Ga0245210_100195|53612-111309 9921:26455(+)

CDS_0018

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0340705 10971:26634(+)

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0333885 9879:27108(+)

18 19 20 21
22

MGV-GENOME-0333774 9879:26792(+)

CDS_0018

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300045988_111968|3300045988|Ga0495776_181614 9934:26288(+)

18
19

20

21
22

IMGVR_UViG_3300045988_105914|3300045988|Ga0495776_164035 9545:25226(+)

CDS_0017 CDS_0018

IMGVR_UViG_3300045988_107831|3300045988|Ga0495776_168997 9879:27477(+)

CDS_0018

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0335061 9932:27867(+)

18 19 20
21

22 23

IMGVR_UViG_3300045988_128580|3300045988|Ga0495776_142000 9932:26878(+)

18 19
20

21 22

IMGVR_UViG_3300029737_000003|3300029737|Ga0245199_100339 9934:29841(+)

18 19 20
21

endolysin (CDS_0022)

23
24

25 26 27

IMGVR_UViG_3300045988_080738|3300045988|Ga0495776_157598 9819:26547(+)

18 19 20
21

22

MGV-GENOME-0335010 9292:25695(+)

CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300045988_122628|3300045988|Ga0495776_187887 9738:26954(+)

19 20 21 22 23

MGV-GENOME-0344377 9827:27029(+)

18 19 20
21

22

IMGVR_UViG_3300045988_108208|3300045988|Ga0495776_187892 9433:25767(+)

CDS_0017
CDS_0018

CDS_0019
CDS_0020

MGV-GENOME-0333335 9818:27464(+)

18 19 2021
22

23 24

IMGVR_UViG_3300045988_117126|3300045988|Ga0495776_168953 9909:27529(+)

18 19 20
21

22 23

IMGVR_UViG_3300045988_102435|3300045988|Ga0495776_056453 9818:28364(+)

18 19 2021 22 23 24

MGV-GENOME-4429718 9952:28995(+)

18 19 2021 22
23
24

25

IMGVR_UViG_3300029621_000402|3300029621|Ga0245126_1000374|3-58098 9709:27525(+)

18 19 202122 23

IMGVR_UViG_3300045988_187370|3300045988|Ga0495776_056798|2-59915 9430:26949(+)

17 18 192021

IMGVR_UViG_3300008640_000326|3300008640|Ga0111422_100250|4350-61259 9688:26465(+)

CDS_0018
CDS_0019

CDS_0020
CDS_0021

IMGVR_UViG_3300030032_000361|3300030032|Ga0245332_100107|5878-71033 9822:34500(+)

18 19 20 21
22

2324

holin (CDS_0025)
excisionase (CDS_0026)

27 28 29 30
31

IMGVR_UViG_3300023502_000006|3300023502|Ga0257054_100383 9507:30748(+)

18 19 20 21
22

2324

holin (CDS_0025)
excisionase (CDS_0026)

27 28

IMGVR_UViG_3300045988_118587|3300045988|Ga0495776_173630 9687:32153(+)

18 19 20 21 22
23

2425

holin (CDS_0026)
excisionase (CDS_0027)

28 29 30

IMGVR_UViG_3300045988_095236|3300045988|Ga0495776_121948 9874:32441(+)

18 19 2021 22 23
24

2526

holin (CDS_0027)
excisionase (CDS_0028)

29 30

MGV-GENOME-0328353 10124:27300(+)

CDS_0019

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0333489 10124:27807(+)

CDS_0019

CDS_0020
CDS_0021

CDS_0022

MGV-GENOME-0314353 10664:26985(+)

CDS_0019
CDS_0020

CDS_0021

CDS_0022

MGV-GENOME-0339739 9660:26131(+)

CDS_0018

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0326620 10283:26466(+)

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0333958 10124:25525(+)

CDS_0019 CDS_0020

MGV-GENOME-0334351 10124:25559(+)

CDS_0019

MGV-GENOME-0326986 10665:26541(+)

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0333163 9522:25549(+)

CDS_0018

CDS_0019
CDS_0020

MGV-GENOME-0336262 10434:25968(+)

CDS_0019 CDS_0020

MGV-GENOME-0325190 9523:25782(+)

CDS_0018
CDS_0019

CDS_0020

IMGVR_UViG_3300029112_000170|3300029112|Ga0168820_100073|3-57925 10665:26925(+)

CDS_0019

CDS_0020
CDS_0021

CDS_0022

uvig_131265 10282:26660(+)

CDS_0019 CDS_0020

uvig_545940 9934:45269(+)

18
19

20

DNA primase (CDS_0021)

22 23 24 25 26 27
28

29
30

31
32

anti-repressor Ant (CDS_0033)

34
35

36 37

integrase (CDS_0038)

Retron_VI__HTH (CDS_0039)
PhoH-like phosphate starvation-inducible (CDS_0040)

41 42
43

44 45 46

uvig_141514 10508:38183(+)

19 20 21 22
23

24

Rha-like transcriptional regulator (CDS_0025)

26
27

28

29
30

UmuD-like protein (CDS_0031)

32
integrase (CDS_0033)

Retron_VI__HTH (CDS_0034)

PhoH-like phosphate starvation-inducible (CDS_0035)

36 37
38

39 40

MGV-GENOME-0343460 10508:38183(+)

19 20 21 22
23

24

Rha-like transcriptional regulator (CDS_0025)

26
27

28

29
30

UmuD-like protein (CDS_0031)

32
integrase (CDS_0033)

Retron_VI__HTH (CDS_0034)

PhoH-like phosphate starvation-inducible (CDS_0035)

36 37
38

39 40

MGV-GENOME-0350773 10506:47710(+)

19 20 21 22 23 24 25

tail fiber protein (CDS_0026)

27
28

endolysin (CDS_0029)

30

holin (CDS_0031)
holin (CDS_0032)

Retron_VI__HTH (CDS_0033)
PhoH-like phosphate starvation-inducible (CDS_0034)

35 36
37

38 39 40

IMGVR_UViG_3300029087_000101|3300029087|Ga0169172_100071|1-56447 7313:25256(+)

major tail protein (CDS_0008)
CDS_0009

CDS_0010
CDS_0011

CDS_0014
CDS_0015

CDS_0016
CDS_0017

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

Defence


