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IMGVR_UViG_3300045988_128580|3300045988|Ga0495776_142000 41399:49322(+)

CDS_0058
CDS_0059 CDS_0061 CDS_0062

site-specific recombination directionality factor RDF (CDS_0065)

CDS_0066
CDS_0067

CDS_0068 CDS_0069

MGV-GENOME-0320295 38685:46318(+)

CDS_0050 CDS_0051 CDS_0056

MGV-GENOME-0339739 40636:47113(+)

57 59 60 61 62 63 67

MGV-GENOME-0340705 41010:47668(+)

57 58 59 60 61 62

MGV-GENOME-0326620 40631:47246(+)

CDS_0058
CDS_0059

CDS_0060
CDS_0061

MGV-GENOME-0334351 39787:46408(+)

CDS_0055
CDS_0056

CDS_0057

CDS_0058

uvig_451351 50120:56012(+)

CDS_0068 CDS_0071 CDS_0072 CDS_0074
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uvig_247113 45105:50310(+)
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CDS_0064 CDS_0065 CDS_0066 CDS_0072
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