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TemPhD_cluster_47360_ 17054:40747(+)

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0032)
transcriptional repressor (CDS_0035)
DNA methyltransferase (CDS_0028) transcriptional repressgr (CDS_0034)
2627 29 3031 33 [ | 4142
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TemPhD_cluster_59893 17055:37560(+)

transcriptional repressor (CDS_0036)
Afa/Dr family (VF0212) (CDS_0033)
DNA methyltransferase (CDS_0028) CupD fimbriae (VF0927) (CDS_0031)  transcriptional repressor (CDS_0035)

tail fiber protein (CDS_0023) 26 27 29 30  5tg(VF0959) (CDS_0032) 34 | 37 43
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TemPhD_cluster_34814 17025:41519(+)

transcriptional repressor (CDS_0037)

DNA methyltransferase (CDS_0031) transcriptional repressor (CDS_0036)
Pht (VF0337) (CDS_0034)
252627 2930 32 33 35 38

TemPhD_cluster 41090 18023:36592(+)

Mom-like DNA modification protein (CDS_0029)
gpCom control of modification (CDS_0028)
transcriptional repressor (CDS_0035)
transcriptional repressgr (CDS_0034)
host nuclease inhibitor (CDS_0040)
host nuclease inhibitor (CDS_0042)

tail fiber protein (CDS_0023)
18 tail fiber protein (CDS_0022) 24 2627 30 31 3233
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TemPhD_cluster 49818 16600:34538(+)

DNA methyltransferase (CDS_0027)
tail fiber protein (CDS_0023)

DarTG__DarG (CDS_0022) 26
16 tail fiber protein (CDS_0021) ‘ 24 gST transcriptional repressor (CDS_0028)

IMGVR_UViG_2870449401_000004|2870449401/2870449401]2409727-2449106 15290:32577(+)

Mom-like DNA modification protein (CDS_0027)
tail fiber protein (CDS_0024)
CDS_0026 CDS_0032

IMGVR_UViG_2861014001_000003|2861014001|2861014001|3297257-3334933 17021:29383(+)

tail fiber protein (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26
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TemPhD_cluster_62082 15473:28392(+)

tail fiber protein (CDS_0022)
tail fiber protein (CDS_0023) DNA methyltransferase (CDS_0029)
tail fiber protein (CDS_0021) | 24 25 26 27 transcriptional repressor (CDS_0030)
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IMGVR_UViG_2537561637_000002|2537561637|2537576661|135123-175447 15333:30789(+)

DNA methyltransferase (CDS_0026)
tail fiber protein (CDS_0022)
CDS_0025
CDS 1()0T24 CDS_0027

IMGVR_UViG_2529293224 000001|2529293224|2529415468|4906-41836 16414:28715(+)

SCI T6SS secreted effectors (VF1195) (CDS_0028)
VAS T6SS secreted effectors (VF0634) (CDS_0027)

DNA methyltransferase (CDS_0025) tfranscriptional repressor (CDS_0033)
24 26 \ 29 30 31 transcriptional repressor (CDS_0032)

TemPhD_cluster 40208 16458:38999(+)
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