glycopeptide resistance transcriptional rggulator VanU (NFO00090.1) (CDS_0045) DNA methyltransferase (CDS_0058)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0050)  HNH endonuclease (CDS_0061)
endonuclease (CDS_0053) ‘

DNA invertase (CDS_0035) exonuclease (CDS‘70049) TDruantiaJLDruM (CDS_0056)
32 34 |integrase (CDS_0037) DNA polymerase (CDS_0051) DNA he]icase (CDS_0054)
3031[33] | 36 38 39 40 41 42 43 44 | 46 4748 | | DNA helicase (CDS_0052) 55 | 57 59 60

DEEDE ) DI N

MGV-GENOME-0344931 23639:53325(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0038)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0043)
DNA invertase (CDS_0035) ‘ exonuclease (CDS_0042) endonuclease (CDS_0046)
integrase (CDS_0037) DNA polymerase (CDS_0044) DNA helicase (CDS_0047)

36 | 39 4041 DNA helicase (CDS_0045) DNA methyltransferase (CDS_0051)

MGV-GENOME-0336718 23639:43327(+)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0047)

DISARM_2_ drmMII (CDS_0036) exonuclease (CD§3046) endonuclease (CDS_0050)
DNA invertase (CDS_0034) DNA polymerase (CDS_0048) TDNA helicase (CDS_0051)
28 31 35 | 37 38 39 40 41 42 434445 | | DNA helicase (CDS_0049)

MGV-GENOME-0340218 23952:50525(+)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0044)

exonuclease (CD§)043) endonuclease (CDS_0047)
integrase (CDS_0033) DNA polymerase (CDS_0045) TDNA helicase (CDS_0048)

DNA helicase (CDS_0046)

0 S ) R D M B

3435 36 37 38 39 404142

uvig_13765 21144:44523(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0044)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0036)

PD-T4-1_PD-T4-1(CDS_0040) endonuclease (CDS_0047)
integrase (CDS_0034) exonuclease (CDS_0043) DNA helicase (CDS_0046)
integrase (CDS_0035) 37 38 39 41 42 | 45 |48 49

I I
IMGVR_UViG_3300045988_180735|3300045988|Ga0495776_173671 24387:48767(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0036)
DNA invertase (CDS_0034) PD-T4-1_ PD-T4-1(CDS_0040)
integrase (CDS_0035) 37 38 39 4142 43 44 45

DCODDY_L L0

MGV-GENOME-0326476 24387:42757(+)

[ 10000 nt i
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