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tail fiber protein (CDS_0025) 26 |28 29 30 31DNA helicase (CDS_0032) 33

MGV-GENOME-0205322 16215:28244(+)
DNA polymerase (CDS_0025) 26 27 DNA helicase (CDS_0028) 29

uvig_214806 16322:28550(+)
DNA polymerase (CDS_0034)

endolysin (CDS_0031)
tail fiber protein (CDS_0026) 2728 29 30 32 33 35 36 DNA helicase (CDS_0037)
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endolysin (CDS_0031)
tail fiber protein (CDS_0026) 2728 29 30 32 33 DNA helicase (CDS_0034)
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tail fiber protein (CDS_0026) DNA polymerase (CDS_0034)
baseplate assembly protein (CDS_0020) endolysin (CDS_0031)
25 2728 29 30 32 33 35 36 DNA helicase (CDS_0037)

uvig 109881 15699:32363(+)

trimeric autotransporter adhesin YadA (NFO33478.1) (CDS_0028)
tail fiber protein (CDS_0026) DNA polymerase (CDS_0031)
exonuclease (CDS_0027 29 30 32 33 DNA helicase (CDS_0034) 38
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DNA helicase (CDS_0025)
CDS_0024 CDS_ 0026 CDS_0029
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excisionase (CDS_0035)

tail fiber protein (CDS_0025) 28 endolysin (CDS_0033)
26 27129 30 3132 34 36 37
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endolysin (CDS_0033)
tail fiber protein (CDS_0026) 27 28 293031 32 34 excisionase (CDS_0035)
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30
tail fiber protein (CDS_0026) 27 28 29 T31 32 DNA helicase (CDS_0033)

uvig_875960 16187:29684(+)

CDS_0026
tail fiber protein (CDS_0025) |  DNA helicase (CDS_0027)

SRS024498 al ct22537 vsO1 16191:26201(+)
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tail fiber protein (CDS_0025) 26 27 282930 32 terminase small subunit (CDS_0037)
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RusA-like Holliday junction resolvase (CDS_0028)
DnaC-like helicase loader (CDS_0027)
tail fiber protein (CDS_0026) ‘ 2930 31 32
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0031)
tra?scriptional regulator (CDS_0035)
exonuclease (CDS_0037)
EibE (VF1172) (CDS_0038)
32 3334 36 39 40
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0029)
27
tail fiber protein (CDS_0026)T28 30 88
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0031)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0027)
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beta-lactamase-inhibitor protein BLIP (CDS_0029)
28 30 313233
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endolysin (CDS_0032)
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transcriptional regulator (CDS_0030)
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27 endolysin (CDS_0033)
25 26 T28 29 30 31 32 34 35 36 37 3839 40
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beta-lactamase-inhibitor protein BLIP (CDS_0033)
tail fiber protein (CDS_0027) excisionase (CDS_0032)

25 endolysin (CDS_0030)
23 24726 28 29 31 34 353637
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27 28 29T31 32 3334 36 38 40 41 424344
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beta-lactamase-inhibitor protein BLIP (CDS_0039)

excisionase (CDS_0037)
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27 28 29 T31 32 3334 36 38 40 41 424344
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transcriptional regulator (CDS_0036)
endolysin (CDS_0031) Retron_VI_HTH (CDS_0037)
tail fiber protein (CDS_0026) 2728 29 30 32 33 34 35 | | 394041
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IMGVR_UViG_3300011972_000015|3300011972|Ga0119788_1000279 16192:28557(+)

tail fiber protein (CDS_0026)
CDS_0027
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uvig 453315 16190:22857(+)

tail fiber protein (CDS_0026) CDS_0028
CDS_0027
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MGV-GENOME-0296972 16190:23024(+)

tail fiber protein (CDS_0026) CDS_0028
CDS_0027
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uvig_107238 16190:21412(+)
tail fiber protein (CDS_0025) CDS_0026

SAMN11031279_al_ct3263 16197:22181(+)

tail fiber protein (CDS_0026)
CDS_0027
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uvig 284814 16198:22097(+)

tail fiber protein (CDS_0026)
CDS_0028
CDS_0027
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tail fiber protein (CDS_0026)
CDS_0027
CD5.0028  CDS_0029
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CDS_0026
tail fiber protein (CDS_0025) CDS_0027
IMGVR _UViG_3300022758 000106|3300022758|Ga0255597_114598 15988:23075(+)
tail fiber protein (CDS_0025) 28

26 27 129
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SRS147244 al ct11405 vsO1 16186:23020(+)
tail fiber protein (CDS_0025)

CDS 0027
CDS_0026 CDS_0028

IMGVR_UViG_3300007502_000060|3300007502|Ga0104995_100033[8141-53929 16187:22099(+)

tail fiber protein (CDS_0025) CDS_0027
CDS_002

!ﬁ

SRS149231 al ct15175 vs01 16190:21889(+)
tail fiber protein (CDS_0025) CDS_0026

uvig 395265 16190:21889(+)
tail fiber protein (CDS_0025) CDS_0026

SRS075870_a1_ct25210_vs1 16189:22146(+)

tail fiber protein (CDS_0025)
CDS_0026
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MGV-GENOME-0280927 16184:21924(+)
tail fiber protein (CDS_0026)

uvig 424840 16190:21389(+)
tail fiber protein (CDS_0026) CDS_0027

MGV-GENOME-0263767 16185:21324(+)

tail fiber protein (CDS_0026)
CDS_0027
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SRS097966_al _ct37597_vs01 16185:21679(+)

tail fiber protein (CDS_0024)
CDS_0025
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CDS_T0027
tail fiber protein (CDS_0026) CDS_0028
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tail fiber protein (CDS_0023)
CDS_0024
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tail fiber protein (CDS_0026)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
beta-lactamase-inhibitor protein BLIP (CDS_0030)
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29 endolysin (CDS_0034)
28 T30 31 3233 35 36 DNA polymerase (CDS_0042)
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30 endolysin (CDS_0035)
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28 endolysin (CDS_0033) transcriptional regulator (CDS_0038)
tail fiber protein (CDS_0026) 27 T29 30 3132 34 37 39
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29 endolysin (CDS_0034) transcriptional regulator (CDS_0040)
28 [30 31 3233 35 36 41
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27 endolysin (CDS_0033)
tail fiber protein (CDS_0025) 26 T28 29 30 3132 34
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27 endolysin (CDS_0032)
25 26 T28 29 3031 33 34
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tail fiber protein (CDS_0027)
25 endolysin (CDS_0030)
23 24 T26 28 29 31 excisionase (CDS_0032)
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tail fiber protein (CDS_0027)
25 endolysin (CDS_0030)
tail fiber protein (CDS_0023) 24 T26 28 29 31 32
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excisionase (CDS_0032)
25 endolysin (CDS_0030)
23 2426 27 2829 31 33
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uvig 578306 14563:24365(+)

28 endolysin (CDS_0034)
tail fiber protein (CDS_0026) 27 T29 30 31 3233 35 36 3738
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uvig_370754 16232:29677(+)

endolysin (CDS_0032)
tail fiber protein (CDS_0026) 27 282930 31 33 34 37 38 40

SAMN11031420_a1_ct20333_vs1 16189:27765(+)

29
tail fiber protein (CDS_0026) 28 TSO 31 32 33 34 excisionase (CDS_0035)

IMGVR_UViG_3300045988_059418|3300045988|Ga0495776_132824 16189:28659(+)

tail fiber protein (CDS_0026) LPS (VF0085) (CDS_0031)
27 28 29 30 32
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SRS015893 a1l ct5137_vsl 16191:29478(+)

29 endolysin (CDS_0032)
26 27 28T 30 31 33 34 excisionase (CDS_0035)
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IMGVR_UViG_3300014291_000002|3300014291|Ga0134367_100008 16190:25307(+)

endolysin (CDS_0034)
tail fiber protein (CDS_0026) 27 28 29 30 3132 33 35 36 excisionase (CDS_0037)

uvig 455215 16187:31390(+)

6000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation
N — |
unknown function Defence Virulence AMR
I I I



