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AbiD__AbiD (CDS_0034)
35 36 38 39 4041 trimeric autotransporter adhesin YadA (NF033478.1) (CDS_0048)
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beta-lactamase-inhibitor protein BLIP (CDS_0037)

AbiD_AbiD (CDS_0035)
36 38 39 4041
S o S o 0y S S g W D I D, B ) B,

uvig 578306 23271:33611(+)
beta-lactamase-inhibitor protein BLIP (CDS_0037)

AbiD_AbiD (CDS_0034)
35 36 38 39 4041
daEamT@E-CEEbobD L o Ee D

IMGVR_UViG_3300006259_000003|3300006259|Ga0099458_100295 22741:33568(+)
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SAMEA2580251_a1_ct2701_vs1 21235:34575(+)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)
34 35 36 38 39

SRS015893_al ct5137_vs1 25249:34281(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
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IMGVR_UViG_3300011972_000015|3300011972|Ga0119788_1000279 25092:31078(+)
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