endolysin (CDS_0026)
CDS_0017 CDS_0019 CDS 0021 ATPase (CDS 0023) CDS 0028
"] CDS_0018 |CDS_0020 | CDS 0022 CDS_ 0024 CDS 0025 CDS_0027
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Station155_DCM_ALL_assembly_NODE_4086_length_19399_cov_15.029880 11575:18160(+)

HNH endonuclease (CDS_0021) ATPase (CDS_0023)
22 24 25
[, S i R N S o U CoO—O-0D
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Station201_DCM_ALL_assembly_ NODE_2712_length_21224_cov_21.853370 11417:19975(+)

HNH endonuclease (CDS_0024)
22 23 25 ATPase (CDS_0026) 27 28 29 30 31

!
%
\

aiorﬂB_M ES_COMBINED_FINAL_NODE_2314 length_22805_cov_14.954198 11473:21640(+)
22 23 24 ATPase (CDS_0025) 26 27 28 29 30

— —— —
Station68_MES_DO_NOT_POOL_NODE_2221_length_21384_cov_16.334287 11473:20219(+)

21 2223 24 25 26 HNH endonuclease (CDS_0027) 28 ATPase (CDS_0029) 30

— — —
Station193_SUR_ALL assembly NODE_1598_length_24200_cov_5.061628 11575:22961(+)

CDS_0022 CDS_0023 CDsS_0025

N N S S S N
Station85_SUR_COMBINED_FINAL_NODE_2062_length_17578_cov_84.553786 11572:16329(+)
CDS_0020

CDS_0019

D_FINAL_NODE_2698_length_16682_cov_83.825765 10687:15433(+)

—
Station85_DCM_COMBINE

CDsS_0021

Station180_ZZZ ALL assembly NODE 4298 length_ 16814 cov_12.188675 11575:15575(+)
CDS_0022 CDS_0023 CDS_0024  CDS_0025

— —
Station191 SUR_ALL assembly NODE_ 1689 length 18995 cov_18.221225 11565:17943(+

4000 nt 1

DNA, RNA and nucleotide metabolism lysis other unknown function
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