GTP-binding domain (CDS_0068)
ParB-like partition protein (CDS_0070)

DNA methyltransferase (CDS_0067) metal-dependent phosphohydrolase (CDS_0076)
66 HNH endonuclease (CDS_0069) 717273 74 75 77 78 79 80 81
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TemPhD_cluster_57208 45053:52338(+)

metal-dependent phosphohydrolase (CDS_0077) exonuclease recombination-associated (CDS_0084)
72 7374 75 76 78 83
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TemPhD_cluster_39375_ 45053:53749(+)

metal-dependent phosphohydrolase (CDS_0074)
lipoprotein (CDS_0066) 71 72 73 75
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TemPhD_cluster_57430 44863:52859(+)

metal-dependent phosphohydrolase (CDS_0082)
72 73 74 77 78 79 80 81 8687
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TemPhD_cluster_57237 45565:55099(+)
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