DNA binding protein (CDS_0059)
transcriptional repressor (Cbs_0058)
I1-like regulator (CDS_0060)
FS_HsdR_like_ DUF6731 (CDS_0056) ‘ primosomal protein (CDS_0064)
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IMGVR_UVIG_2778261289_000001|2778261289|2778296725 38306:48800(+)

FS_HsdR_like_ DUF6731 (CDS_0053)
51 52 54 55 56 57 58 59 60

IMGVR_UViG_2568526672_000003|2568526672|2568587356|43908-94211 35788:46616(+)

Panchino_gp28_ gp28 (CDS_0049)
transposase (CDS_0048) DNA binding protein (CDS_0052)
46 47 50 51 53 54 55
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IMGVR_UViG_2718218415_000001|2718218415/2718229183|1538005-1588308 33863:46616(+)

DNA binding protein (CDS_0045)
RM__Type_|_MTases__Type_|_ MTases_FAM_0 (CDS_0042)
41 \ 43 44 46 47 48

§H

IMGVR_UViG_2718218066_000001|2718218066]2718228509(1525701-1571658 30549:42270(+)
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