
MGV-GENOME-0274775 17061:34273(+)

19 20 21 22
23

24 25 26 27
peptidase (CDS_0028)

29 30 31

Retron_VI__HTH (CDS_0032)

3334 35
36

37 38 39 40

RecE-like recombination exonuclease (CDS_0041)

RecT-like ssDNA annealing protein (CDS_0042)
RusA-like Holliday junction resolvase (CDS_0043)

44

uvig_170440 17061:36160(+)

26
endolysin (CDS_0027)

peptidase (CDS_0028) 29 30 31

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0032)

33
34

PEB1 (VF0327) (CDS_0035)

36

IMGVR_UViG_3300029741_000301|3300029741|Ga0245200_100661|54-34355 17006:29421(+)

25 26 27 28 29
30

31 33

IMGVR_UViG_3300045988_103795|3300045988|Ga0495776_104836 17006:29008(+)

25 26 27
28

29

uvig_86807 17046:33656(+)

holin (CDS_0026)
ferredoxin (CDS_0027)

integrase (CDS_0028) 29

Retron_VI__HTH (CDS_0030)

31

transcriptional repressor (CDS_0032)

33 34
35

36 38

7000 nt
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