baseplate wedge subunit (CDS_0019)
tail fiber assembly protein (CDS_0023) transcriptional repressor (CDS_0032)
tail protein (CDS_0021) DNA transposition protein (CDS_0034)
tail fiber protein (CDS_0022) 26 host nuclease inhibitor (CDS_0036)
18 20 | | 2425[27 28 29 30 31 33 35 ] 37

1
o
:

IMGVR_UViG_3300008099_000026|3300008099|Ga0114261_100164 15388:2947-7(+)

26
25T27 28 29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300007339_000021|3300007339|Ga0104971_100143 1538838913&)

26
22 25T27 28 29 30 31  transcriptional repressor (CDS_0032)

uvig 208259 15332:29166(+)

26
ZST 27 28 29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300008581_000203|3300008581|Ga011 10807100117542-34670 15356:28032(+)

DNA methyltransferase (CDS_0029)
26
22 ZST 27 28 30 transcriptional repressor (CDS_0031)
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26 transcriptional repressor (CDS_0031)
25[27 28 29 30
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26
25T27 28 29 30 transcriptional repressor (CDS_0031)
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26
tail fiber protein (CDS_0022) 25T27 28 29 30 31 32  transcriptional repressor (CDS_0033)

SRS065306_al ct612 vs1 15731:30149(+)

tail fiber assembly protein (CDS_0023)
26
25T27 28 29 30 transcriptional repressor (CDS_0031)
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26 DNA methyltransferase (CDS_0030)
25[27 28 29 | 31 transcriptional repressor (CDS_0032)

_UVIG. X A -39782 15374:29470()
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25T27 28 29 transcriptional repressor (CDS_0030)
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26 CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (CDS_0033)
25T27 28 29 30 31 32 34 transcriptional repressor (CDS_0035)
IMGVR_UViG_3300006742_000113|3300006742|Ga0101805_100070 15333:34111(+) 0
DNA methyltransferase (CDS_0030)
DNA methyltransferase (CDS_0035)
26 OapA (VF0040) (CDS_0032)
25T27 28 29 31 33 34 36  transcriptional repressor (CDS_0037)
OO OB - D BEO-EH T bD
IMGVR_UViG_3300008128_000091|3300008128|Ga0114847_100143 15374:34039(+)
27 aminotransferase (CDS_0031)

N
w

26T28 29 30 32 33 transcriptional repressor (CDS_0034)
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27
26T28 29 30 31 transcriptional repressor (CDS_0032)

c
<

G
N
N
N
~
~
o
N
0
@
N
el
[N}
@©
o~
N
N

| : (+)

26
25T27 28 29 30 transcriptional repressor (CDS_0031)
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27
26T28 29 30 31 32 transcriptional repressor (CDS_0033)

<
Q
<
el
C
<
@)
W
W
o
o
o
o
@
=
W
fes)
o
o
o
o
i
-
w
W
o
o
o
(e}
@
—
W
@
)
)

(@]
[
(5N
~
@
~
w
=
Q
o
o
o
o
=
o
[
W
X
N
fe5)
~
w
@
+

)

26
2527 28 29 30 31

w
N

33 34 35 transcriptional repressor (CDS_0036)
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2527 28 29

wW
o
w
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32 33 transcriptional repressor (CDS_0034)
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endonuclease V N-glycosylase UV repair enzyme (CDS_0034)
27
26T28 29 30 31 32 33 35 36 transcriptional repressor (CDS_0037)

i%

uvig 577369 15334:30125(+)

tail fiber assembly protein (CDS_0023)
26
25T27 28 29 30 31 transcriptional repressor (CDS_0032)

i%

uvig_224900 15486:28963(+)

28
2526 27 29 30 31 transcriptional repressor (CDS_0032)

IMGVR_UViG_7000000214_000076|7000000214|SRS015 158_WUGC_scaffo|d_22330 15384:29265(+)

28
2526 27T 29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300007317_000116|3300007317|Ga0104967_100120| 17-94737336 15384:28361(+)

26
25T 27 28 29  transcriptional repressor (CDS_0030)

IMGVR_UViG_3300007978_000055|3300007978|Ga0111424_100190 15461:29339(+)

26
ZST 27 28 29 transcriptional repressor (CDS_0030)

IMGVR_UViG_3300008575_000344|3300008575|Ga0111079_100316| 132?5-47825 15423:28585(+)

tail fiber assembly protein (CDS_0023)
CDS_0026
CDS_0025
tail protein (CDS_0017) CDS_0022 T | cDs_0027

é%

IMGVR_UViG_2124908014_000222|2124908014|pt300_5776312 14390:26260(+)

VAS T6SS secreted effectors (VF0634) (CDS_0037)

26 VAS T6SS secreted effectors (VF0634) (CDS_0033)
25T27 28 29 3031 32 34 35 36 38 transcriptional repressor (CDS_0039)
I I -
IMGVR _UViG_3300008133 000168|3300008133|Ga0111365_100282 15372:38675(+)
27
26T 28 29 30 31 32 33 34 35 36 37 transcriptional repressor (CDS_0038)

uvig 318750 15637:36314(+)

CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (CDS_0030)
27  cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0032)
26 28 29 | 31 33 34  transcriptional repressor (CDS_0035)

IMGVR_UViG_3300007300_000135|3300007300|Ga0104843_100268 15637:32978(+)

translational regulator (CDS_0026)
assembly (protein IV of M13) (CDS_0031)
27 28 29 30 32 transcriptional repressor (CDS_0033)

i#

IMGVR_UViG_3300008337_000061|3300008337|Ga0115199_100153 15640:30966(+)

transcriptional repressor (CDS_0029)
translational regulator (CDS_0024)
tail fiber assembly protein (EDS_0024)
CDS_0028
tail fiber protein (CDS_0023) DS_0027 CDS_0030

HE - D

\MGVR_UViG_3300008337_OOO108|3300008337\Ga0115199_100153\3-598737298 14569:26469(+)

L

transcriptional repressor (CDS_0028)
CDS_0025 CDS_ 0027 CDS_0034
tail fiber protein (CDS_0022) | CDS 0026 | CDS_0032]

IMGVR_UViG_3300007093_000065|3300007093]|Ga0104055_1000074 T5856:29030(+)

CDS_0025 CDS_0027
T CDS_0026 transcriptional repressor (CDS_0028)

IMGVR_UViG_2772190630_000001|2772190630|2772194667| 134-2997167897 15856:28044(+)

transcriptional repressor (CDS_0031)
26 27 28 29 30

w
v

SRS017127_al ct67_vs1 15641:30481(+)

PsyrTA__PsyrT (CDS_0029)
26 27 28 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300007262_000010|3300007262|Ga0104760_100106 15641:31193(+)

transcriptional repressor (CDS_0028)
Type IV pili (VF1229) (CDS_0026)
CDS_0025 CDS_002

i

|MGVR,UViG,2868657887,000002|2868657887\2868657899|273703»-307879 15794:28779(+)

transcriptional repressor (CDS_0029)
CDS_0026CDS_0027 CDS_0028 CDS_0033

IMGVR_UViG_3300006743_000033|3300006743|Ga0101795_100200 15678?29354&)

transcriptional repressor (CDS_0028)
CDS_0026 CDS_0027

IMGVR_UViG_7000000598_000033|7000000598|SRS024144_LAN L_scaf?old_13329 15678:28811(+)

CDS_0026
CDS_0025 transcriptional repressor (CDS_0028)
DS 002

i\ﬂ

\MGVR?UVi6726874536347000001|2687453634\2687?54474|187402-220583 15865:26909(+)

tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0023) 2526 27 transcriptional repressor (CDS_0028)

IMGVR_UViG_3300009393_000104/3300009393/Ga01110 10_100-0265 14503:26907(+)

CDS_0025 CDS_0027
tail fiber protein (CDS_0022) T CDS_0026T transcriptional repressor (CDS_0028)

SRS049318_al ct40873_vs01 15780:27614(+)

tail fiber assembly protein (CDS_0023)
CDS_0025
tail fiber protein (CDS_0022) | cbs_0026

E%

\MGVR_UVIG_3300008382_OOO107|3300008382\Ga0114861_1-000002|104199-137632 14711:26132(+)
2526 27 28 transcriptional repressor (CDS_0029)

|MGVR?UVinS300008334,OOO155|3300008334\GaO115372710(70030|84-34593 15780:27870(+)

transcriptional repressor (CDS_0030)
22 2526 27 28 29 | 32

W
o

IMGVR_UViG_3300008279_000156|3300008279|Ga0114263_ 1000193 157136:29241(+)
2526 27 28 transcriptional repressor (CDS_0029)

SRS052604_al _ct12254 vs1 15436:28487(+)

CDS_0025 transcriptional repressor (CDS_0027)
| cDs_0024

|MGVR,UViG,3300008727,0000S4|3300008727\Ga01T3884,1000086 15436:26931(+)
22 25 26 2728 transcriptional repressor (CDS_0029)

IMGVR_UViG_3300008304_000148|3300008304|Ga0115 174_10011-1 [12479-47544 15691:28218(+)

Sir2 (NAD-dependent deacetylase) (CDS_0029)
ATPase (CDS_0030)
anti-Thoeris (AP1S043) (CDS_0025) 26 27 28 \ 31 32  transcriptional repressor (CDS_0033)

IMGVR_UViG_7000000048_000052| 7000OOOO48\S_R505 5401_LANL scaffold_11185 15749:34239(+)

anti-Thoeris (AP1S043) (CDS_OOZi) CDS_0027
CDS_0026 transcriptional repressor (CDS_0028)

IMGVR_UViG_3300006488_000049| 3300006488@0 100250_100035 47380-82266 15749:28554(+)

25 262728 29 30 transcriptional repressor (CDS_0031)

SAMNO09781786_a1_ct53639_vs1 15462:28583(+)

CDS_0026 transcriptional repressor (CDS_0028)
CDS_0025 CDS_0027T

uvig 596342 15462:27849(+)

N
~

28 29 30 31 transcriptional repressor (CDS_0032)

SRS017383_al_ct707_vs1 16148:31337(+)

transcriptional repressor (CDS_0028)
CDS_0025 CDS_0027
cbs 0026 | CDS_0030 DNA transposition protein (CDS_0031)

\MGVR,UViG,2850719830,000001|2850719830\285071983-O|853610-887303 15346:27129(+)

CDS_0023 CDS_0025
—r CDS_0024 transcriptional repressor (CDS_0026)

|MGVR?UVinS?:OOOOS1537000220|3300008153\Ga0114?2071000206 14559:25718(+)

CDS_0023 CDS_0025
_EDS_0024 transcriptional repressor (CDS_0026)

IMGVR_UViG_3300008143_000186|3300008 143\630-1142877100360 14559:25235(+)

CDS_0022 transcriptional repressor (CDS_0024)
CDS 0023

IMGVR_UViG_7000000563_OOOO91|7000600563\SRSO 14124 WUGC _scaffold 21938 14296:23545(+)

CDS_0024
CDS_0023 transcriptional repressor (CDS_0025)

IMGVR_UViG_7000000665_000106| 7000000665-\SRSO 16037_WUGC _scaffold_19044 14263:24346(+)

transcriptional repressor (CDS_0025)
CDS 0023  CDS_0024]

IMGVR_UViG_3300008518_000086|3300008518|Ga0115191_100395 1?263:27155(+)

tail fiber protein (CDS_0022) transcriptional repressor (CDS_0024)
CDS_0023

iﬁ

|MGVR?UVi6733000087567000075|3300008756\GaOT14O927100128 14642:25430(+)

phosphoribosylaminoimidazole synthetase (CDS_0025)
ATP-dependent protease (CDS_0023)
tail fiber protein (CDS_0022) 24 26 transcriptional repressor (CDS_0027)

iﬂ

SRS075993_a1_ct12210_vs1 14564:30520(+)

Rst_HelicaseDUF2290_ DUF2290_Pers__DUF2290_Pers (CDS_0024)
tail fiber protein (CDS_0022) 23 25 26 transcriptional repressor (CDS_0027)

j%

SRS056892_al_ct3629_vs1 14393:28708(+)

CDS_0023
CDS_0022 transcriptional repressor (CDS_0024)

IMGVR_UViG_7000000393_000 145|7000OOO39-3\SRSO19327_WUGC_ScaffoId_70202 14302:24196(+)

CDS_0022 Hanscriptional repressor (CDS_0024)
" [ cDS_0023
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tail fiber assembly protein (CDS_0023)
transcriptional repressor (CDS_0025)
CDS_0022 |CDS_0024"

i%

IMGVR_UViG_7000000564_000144|7000000564|SRSO 1;225_WUGC_scaffoId_29543 14300:25305(+)

CDS_0023 Hanscriptional repressor (CDS_0025)
CDS_0022 | CDS 0024

IMGVR_UViG_3300007566_000169|3300007566|Ga0 104?70_1000486 14301:25478(+)

CDS_0022 transcriptional repressor (CDS_0024)
| cps_0023]

IMGVR_UViG_7000000437_000044| 7000OOOZ37 [SRS013947_WUGC _scaffold_30543 14390:24153(+)

tail fiber assembly protein (CDS_0023)
RNA polymerase sigma factor (CDS_0026)
DNA primase (CDS_0025)
22 24 27  transcriptional repressor (CDS_0028)
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tail fiber assembly protein (CDS_0024)
anti-Thoeris (AP1S043) (CDS_0026)
ABC transporter (CDS_0029)
27 28 30 31 transcriptional repressor (CDS_0032)
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anti-Thoeris (AP1S043) (CDS_0025)  Dnd__DndA (CDS_0028)
26 27 29 30 31 transcriptional repressor (CDS_0032)

i#

SRS017757_al_ct45862_vsO1 15749:30682(+)

anti-Thoeris (AP1S043) (CDS_0025)
tail fiber protein (CDS_0022) T 26 27 28  transcriptional repressor (CDS_0029)

| MGVR?U\/i(3728686643607000001|2868664352868664363|60226-95872 1?816:30047(+)
CDS_0022 tail fiber assembly protein (CDS_0023)
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CDS_0022 tail fiber assembly protein (CDS_0023)

IMGVR_UViG_3300008090_000148|3300008090|Ga0114309_100226 14262:20352(+)

tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) CDS_0026

uvig 557654 14392:25006(+)

tail fiber assembly protein (CDS_0023)
CDS_0027
CDS_0022 CDS_0026  CDS_0028

é%

uvig 180056 14722:25252(+)

9000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
N |

unknown function Defence Virulence Anti-defence AMR
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