transcriptional regulator (CDS_0036)
RT_III-AM_III-B_2 (CDS_0029) transposase (CDS_0034) transposase (CDS_0039) primase (CDS_0044)
28 3031 32 33 35 37 38 40 414243 45 46 47 48 49 50

L
#
+
|
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33 34 35 37 38 39 40 41 42 43

MGV-GENOME-0286808 22296:35157(+)

6000 nt 1

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function Defence
| N



