holin (CDS_0012)

CDs_O(m CDS_0014  CDS_0016 CDS_0019
CDS_0010 €DsS_0013 | €DS_0015 CDS_0017 CDS_0018 CDS_0020CDS_0021 tail fiber protein (CDS_0022) CDS_0023

VDD . Y —- T ) >

IMGVR_UViG_2843303821_000001|2843303821|2843303821|2417864-2453878 9441:19531(+)

CDS_0019
IMGVR _UViG_2084038008_000021|2084038008|XAGC _contig32990|28152-63355 12280:21870(+)
NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0018) CDS_0020
IMGVR _UViG_3300025231_000062|3300025231|Ga0207427_100012|33753-72332 12845:25042(+)
CDS_0018 CDS_0019
IMGVR _UViG_3300031419 000519|3300031419|Ga0308167_1000269|57662-95381 11245:22922(+)
holin (CDS_0011) Retron_l_B_ ATPase_TOPRIM_COG3593 (CDS_0016)
IMGVR_UViG_3300031414_000440|3300031414|Ga0308168_1000638 9988:20497(+)
CDS_0018
IMGVR _UViG_3300031413 000616|3300031413|Ga0308164_10000002|190352-225822 12015:21815(+)
CDS_0016 CDS_0017 baseplate protein (CDS_0020)

IMGVR_UViG_3300031087_000499|3300031087|Ga0308161_1000003|245175-281512 11555:22240(+)
CDS_0013 CDS_0017

=D
oD oA« /D I IR B =
=
D

IMGVR_UViG_2818991314_000002|2818991314|2819007599(1373394-1412817 10527:21190(+)

CDS_0019
1 I e B e — 0 )
IMGVR_UViG_3300012080_000093|3300012080|Ga0153921_1000014{132580-170294 11691:22346(+)

CDS_0020
OB {0 — 0 )
IMGVR_UViG_2895111083_000003|2895111083|2895111085|226314-263098 10982:21891(+)

CDS_0026
CDS_0019 CDS_OOZST tail sheath (CDS_0027)

I B, e — 0 ) eV, )

IMGVR_UViG_2837516909_000001|2837516909|2837516909|267153-305333 14585:25717(+)

} 4000 nt i

connector lysis tail unknown function Defence



