34
33[ 36 39
28 29 30 3132]|35[37 38 |40 41DNA primase (CDS_0042)

IMGVR UVIG_3300045988_132415|3300045988|Ga0495776 165802 16751:39575(+)
CDS_0031 CDS_0036

IMGVR_UViG_3300045988_145527|3300045988|Ga0495776_098656 16751:38083(+)

transcriptional regulator (CDS_0032)
"DNA methyltransferase (CDS_0037)

SigE (VF0295) (CDS_0034) 39
3031|3335 36 | 3840

IMGVR_UViG_3300023290_000265|3300023290|Ga0256628_100295[11414-62235 17752:42719(+)

CDS_0032
CDS_0031
DNA methyltransferase (CDS_0030) || CDS 0033

IMGVR_UViG_3300023488_000164|3300023488|Ga0257039_10017[179181-226650 17752:39367(+)

transposase (CDS_0034)
31 transposase (CDS_0035)
30 3233 | 36 37 38

IMGVR_UViG_3300029501_000099|3300029501|Ga0244796_100027]146002-200091 17752:45987(+)
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