DNA polymerase (CDS_0112)

100 104 115 119 129
79 91 101 {os 110 116 120 130
77 180 82 8486 90 9395 98 |] 103 107 109 113 *117£ 12612
66 676869707172 73 74 7576 78/[81]83 (8587 88 89[]92]94] 96 97 99107 || 106108 | |111 | [114/ 118 121122 123 124 125 [127]| | 131

MGV-GENOME-0380115 66696:110996(+)

DNA polymerase (CDS_0109)

112 116
75 82 88 96 100 104 107 113 117
76 78 80 83 87 9092 95 98 [101 103 104 110 |114 119
70 73 74|[77[79 [81]84 85 86[[89]91] 93 94 19799| [1021[105 [ [108 | T[111115 118 [ 120 121 122

MGV-GENOME-0379872 73619:110442(+)

DNA polymerase (CDS_0063)

66
29 36 42 51 55 67 70
7 [B1 33 37 41 4446 495254 58 61 64468?1
15 16 20 22 23 24 2526]28||[32]3435[38 39 40[|43]45] 47 48 [50153] 56 57 | 596062 Tes| 69| 72 73 74 7576 77 78 79 81

MGV-GENOME-0379636 11647:59736(+)

tRNA splicing ligase (CDS_0104)

RNA polymerase sigma factor (CDS_0084) DNA polymerase (CDS_0110)
75 102 113
74 87 98 101 108 114
72 [[76 78 8082 86 8991 94 97 100 105 107 111 118 125
63 6768 69 70 71[73|[]77[7978183 | 85[[88]90] 92 939596 [99] \ T106T\109 115135 117 [ 119 120 121 1 127
(

uvig 103805 62627:109983(+)

68 71 DNA polymerase (CDS_0105)

J}76 77 84 93 97 103 109

67 172 74 7679 83 8688 91 94 96 100 102 107 114 116
63 64 65 66[69|[[73[75[7880 | 82[[85[87[ 89 909219598 99 [101 [ 104 | 106 108 110 111112 113 [115 [ 117

IMGVR_UViG_3300045988_174992|3300045988|Ga0495776_003799 60470:106302(+)

CDS_0067
CDS.0059 CDS_0066 | CDS_0068
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MGV-GENOME-0379909 65152:76970(+)

k 10000 nt 1
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