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HNH endonuclease (CDS_0117)
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portal protein (CDS_0003)

HNH endonuclease (CDS_0130) CDS_0002
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HNH endonuclease (CDS_0119)
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RNA-binding protein (CDS_0096) RNA-binding protein (CDS_0097)
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terminase large subunit (CDS_0001)
CDS_0130 portal protein (CDS_0003)
CDS_0128 T cps.0131 terminase (CDS_0002)
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