holin (CDS_0028)

CDS_0026
tail length tape measure protein (CDS_0018) CDS_0022 CDS_0024CI5§_0027 CDS_0030
CDS_0017 CDS_0019 CDS_0020 CDS_0021 T CDS_0023 CDS, ;OOZECDS,OOZ9 CDS_0031

e X ) ) M

OTU_867 10773:31059(+)

Arc-like repressor (CDS_0028)

CDS_0025 | HNH endonuclease (CDS_0029)
uvig 107972 10809:32012(+)
CDS_0017
T cbs_0018 CDS_0023 CDS_0024

DO ) N DD

MGV-GENOME-0307193 9811:23259(+)

tail assembly protein (CDS_0026)

CDS_0029
CDS_0028
CDS_0022 CDS_ 0023  CDS_0024 CDS 0027 || CDS.0031
1 ) ) ) ) M 1
OTU_714 12139:34405(+)
CDS 0027
tail assembly protein (CDS_0025) CDS_0026 T;DS,OOZB
) ) ! ) ) M ) DDA
OTU_758 11599:33833(+)
CDS_0028
CDS_0027
CDS.0026 | | CDS 0029 CDS_0034
e ) ) ) ba ) M PE-DID O A
OTU_679 11843:34771(+)
CDS_ 0026 CDS_0027
e ) ) ) ) ) M DO
OTU_688 12024:35282(+)
CDS_0029 CDS_0030
e ) ) ) ) ) M DD
IMGVR_UViG_3300023506_000008|3300023506|Ga0257040_100380 13293:38096(+)
tail assembly protein (CDS_0030)
CDS 0033
CDS_0026 CDS_0032
CDS_0025 CDS_0027 CDS_0031| CDS_0038
) ) b ), M

uvig 105148 13344:33822(+)

tail assembly protein (CDS_0028)
CDS_0031
CDS_0030
CDS_0025 CDS_0029)

e ) ) ) ) ) M

IMGVR_UViG_3300045988_127804|3300045988|Ga0495776_036334 11951:32991(+)

endonuclease (CDS_0017)
CDS_0016 CDS_0018 CDS_0023 CDS_0024 CDS_0025 CDS_0027

DO MDA ) X ! 4 N M DD

IMGVR_UViG_7000000695_000001|7000000695|SRS049900_LANL _scaffold_302 9335:33819(+)

CDS_0023 CDS_0024 CDS_0025

PO OMHEDAH ) ) ) 4 4 M D

IMGVR_UViG_3300045988_134395|3300045988|Ga0495776_111839 9335:34527(+)

CDS_0024 CDS_0025 CDS_0026  structural protein with I|g domain (CDS_0028)

DO {0 ) N 4 4 4 M

uvig 556390 9811:32973(+)

} 10000 nt i
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