baseplate wedge subunit (CDS_0041)
virion structural proteinTCDS_0040)
3233 34 35 36 3738 39 \ 42 43 4445 46 47 48

MGV-GENOME-0315435 21748:36975(+)

baseplate wedge subunit (CDS_0025)
virion structural proteinTCDS_0024)
22 23 26 27 2829
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MGV-GENOME-0281105 12456:28176(+)

tail collar fiber pgtein (CDS_0026)
virion structural protein (CDS_0025)
23 24 |27 28 29 3031
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MGV-GENOME-0281113 12622:29898(+)

tail collar fiber p@ein (CDS_0025)
virion structural protein (CDS_0024)
22 23 |26 27 28
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MGV-GENOME-0280652 12452:29534(+)

baseplate wedge ﬂ)unit (CDS_0025)
virion structural protein (CDS_0024)
22 23 |26 27 28 29
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MGV-GENOME-0286775 12625:30468(+)

baseplate wedge sfubunit (CDS_0025)
virion structural protein (CDS_0024)
27 23 26 27 28
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MGV-GENOME-0284581 12621:30103(+)

baseplate wedge subunit (CDS_0026)
virion structural protein (CDS_0025)
23 24 |27 28 29
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MGV-GENOME-0285784 12625:29976(+)

tail collar fiber protein (CDS_0025)
virion structural proteinTCDS_0024)
22 23 |26 27 28 29
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uvig 321892 12623:29932(+)

tail collar fiber protein (CDS_0025)
virion structural proteinTCDS_0024)
22 23 26 27 28 2930
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uvig 147534 12625:30048(+)

tail collar fiber pgein (CDS_0040)
virion structural protein (CDS_0039)
37 38 |41 42 43 44 4546
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uvig 205383 21771:39545(+)

tail collar fiber p@ein (CDS_0026)
virion structural protein (CDS_0025)
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MGV-GENOME-0295665 12622:29871(+)

tail collar fiber p@ein (CDS_0026)
virion structural protein (CDS_0025)
16 18 19 23 24 |27 28 29 3031
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MGV-GENOME-0280517 12077:29782(+)
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virion structural protein (CDS_0025)
23 24 | 26 27

MGV-GENOME-0268945 12456:26549(+)

virion structural protein (CDS_0024)
2 23 | 25 26

MGV-GENOME-0271615 12619:27010(+)
CDS_0022 CDS_0024

|cps 0023

ivig_3997 12456:25002(+)

CDS_ 0023
CDS_0022 | CDS_0024

MGV-GENOME-0261184 12627:24574(+)
38 39 40 4142

MGV-GENOME-0305462 21777:35475(+)

CDS.0022  CDS 0024
'CDS_0023
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MGV-GENOME-0258999 12622:24214(+)

baseplate wedge subunit (CDS_0025)
RT_III-AM_]II-B_2 (CDS_0029)
virion structural protein (CDS_0024) 30 32 transglycosylase (CDS_0036)
22 23 |26 27 28 131] 3334 35 37 38 39 40
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MGV-GENOME-0306208 12621:35782(+)

tail collar fiber protein (CDS_0025)
RT_III-AM_I11-B_2 (CDS_0029)
virion structural protein (CDS_0024) 3032
22 23 |26 27 28 31333435 36 3738

1
%

MGV-GENOME-0317296 12456:33236(+)

baseplate wedge subunit (CDS_0026)
RT_III-AM_III-B_2 (CDS_0030)

virion structural protein (CDS_0025) 3133
23 24 |27 28 29 [32] 3435 36 37 38 39
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MGV-GENOME-0305752 12622:33806(+)

tail collar fiber protein (CDS_0026)
RT_III-AM_III-B_2 (CDS_0030)

virion structural protein (CDS_0025) 3133
23 24 27 28 29 32[3435 36 3738
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MGV-GENOME-0344915 12623:32981(+)

tail collar fiber protein (CDS_0026)
RT_IlI-AM_III-B_2 (CDS_0030)

virion structural protein (CDS_0025) 31
23 24 27 28 29 1323334 35 36
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MGV-GENOME-0319834 12620:32820(+)
RT_III-AM_III-B_2 (CDS_0029)

baseplate wedge subunit (CDS_0025) transglycosylase (CDS_0036)
virion structural protein (CDS_0024) 3032 39 41 43
22 23 26 27 28 31] 3334 35 37 38[40[42] 44 45 46

MGV-GENOME-0311896 12625:37821(+)

tail collar fiber p@ein (CDS_0025)
Hoc-like head decoration (CDS_0027)
‘ RT_III-AM_III-B_2 (CDS_0029)

virion structural protein (CDS_0024) transglycosylase (CDS_0036)
tail protein (CDS_0023) 30 32 39 41 43
22 | 2 28 131] 3334 35 37 38[40[42 4445 46
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MGV-GENOME-4424939 12621:36227(+)
RT_III-AM_III-B_2 (CDS_0030)

baseplate wedge subunit (CDS_0026) transglycosylase (CDS_0037)
virion structural protein (CDS_0025) 3133 40 42
23 24 |27 28 29 132] 3435 36 38 39[41] 43 44
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MGV-GENOME-0308706 12619:36529(+)
tail collar fiber protein (CDS_0026) 31
virion structural proteinTCDS_0025) 32 34
23 24 | 27 28 29 30]33]3536
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MGV-GENOME-0296028 12620:31390(+)

baseplate wedge subunit (CDS_0026)
virion structural proteinTCDS_OOZS)

23 24 | 27 28 29 30 3132
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MGV-GENOME-0307819 12618:31487(+)
baseplate wedge subunit (CDS_OOZi) tail collar fiber prfotein (CDS_0026) 31
viripn structural protein (CDS_0025) 32  endolysin (CDS_0036)
tail protein (CDS_0024) | 27 28 29 30| 3334 35 37 38 39 40 41 4243
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uvig 96722 12620:37810(+)
baseplate wedge &bunit (CDS_0026) 31
virion structural protein (CDS_0025) 32 transglycosylase (CDS_0036)

23 24 | 27 28 29 30[3334 35 37 38 39
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MGV-GENOME-0305997 12620:33873(+)

baseplate wedge sfubunit (CDS_0026) 31
virion structural protein (CDS_0025) 32 transglycosylase (CDS_0036)
23 24 | 27 28 29 30/[3334 35 37 38 39
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MGV-GENOME-0305909 12620:35188(+)

baseplate wedge &bunit (CDS_0026) 31
virion structural protein (CDS_0025) 32 transglycosylase (CDS_0036)
23 24 | 27 28 29 30/[3334 35 37 38
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MGV-GENOME-0306759 12620:34326(+)

baseplate wedge subunit (CDS_0023) tail collar fiber protein (CDS_0026) 31
vi%n structural protein (CDS_0025) 32  endolysin (CDS_0036)
tail protein (CDS_0024) | 27 28 29 30| [ 3334 35 3738 39 40 41

uvig 92698 12558:36628(+)

tail collar fiber protein (CDS_0026) 31
virion structural proteinTCDS_OOZS) 32 transglycosylase (CDS_0036)
23 24 | 27 28 29 303334 35 37 42
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MGV-GENOME-0295817 12620:33000(+)

tail collar fiber p@ein (CDS_0026)
virion structural protein (CDS_0025)
23 24 | 27
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MGV-GENOME-0265492 12618:27266(+)

tail collar fiber p@ein (CDS_0025)
virion structural protein (CDS_0024)
22 23 26 27 3
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MGV-GENOME-0268542 12621:28155(+)
CDS_0023 CDS_0024

MGV-GENOME-0246586 12620:24130(+)

baseplate wedge subunit (CDS_0026) transglycosylase (CDS_0036)
virion structural proteinTCDS_OO25) 31 39
23 24 |27 28 29 30[323334 35 37 38[4041 42 4344
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MGV-GENOME-0310225 12621:37149(+)

baseplate wedge subunit (CDS_0025)
virion structural proteinTCDS_0024) 30 38
22 23 26 27 28 29[313233 34 35 36 37[39 40 4142
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MGV-GENOME-0309013 12621:36853(+)

baseplate wedge sfubunit (CDS_0025)
virion structural protein (CDS_0024) 30 endolysin (CDS_0035)38
22 23 26 27 28 29[313233 34 36 3739 40 4142
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MGV-GENOME-0309816 12632:36732(+)

tail collar fiber p@ein (CDS_0025)
virion structural protein (CDS_0024) 30
22 23 26 27 28 29[313233 34 35 3637 42

;%

MGV-GENOME-0322306 12621:34280(+)

baseplate wedge ﬁbunit (CDS_0026) holin (CDS_0035)
virion structural protein (CDS_0025) 31
23 24 |27 28 29 30[323334 36 37 3839
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MGV-GENOME-0303451 12622:35122(+)
baseplate wedge subunit (CDS_0025) holin (CDS_0034)

virion structural protein (CDS_0024) 30
22 23 26 27 28 29[313233 35 3637
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MGV-GENOME-0300160 12622:33767(+)

tail collar fiber protein (CDS_0026) holin (CDS_0035)
virion structural protein (CDS_0025) 31 40 42
23 24 |27 28 29 30323334 36 37 3839[41[43 44 4546
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MGV-GENOME-0318148 12621:37867(+)
baseplate wedge subunit (CDS_0026) holin (CDS_0035)

virion structural proteinTCDS_OOZS) 31
23 24 |27 28 29 30[323334| 36
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MGV-GENOME-0286087 12621:32469(+)

tail collar fiber protein (CDS_0026)
virion structural prot(% (CDS_0025)
23 24 27 28 29 30
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MGV-GENOME-0273224 12580:28184(+)

tail collar fiber protein (CDS_0026)
virion structural protein (CDS_0025)
23 24 27 28 29
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MGV-GENOME-0273925 12581:27132(+)

dATP triphosphohydrolase (CDS_0029)
tail collar fiber protein (CDS_0026)
virion structural protein (CDS_0025)
23 24 27 28 ‘ 30 31 32 33 34 35 3637
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uvig_52341 12639:35899(+)

baseplate wedge subunit (CDS_0025)  single strand DNA binding protein (CDS_0036)

rarB-like partition protein (CDS_0028)
virion structural protein (CDS_0024) 33 37
22 23 |26 27 29 303132[3435 | [3839 40 4142

MGV-GENOME-0311938 12621:35058(+)

CDS 0021 CDS 0023
CDS_0015 | cps.0022]

MGV-GENOME-0292535 10658:23857(+)
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