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ribonuclease toxin of AT system (CDS_0023)
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terminase small subunit (CDS_0017)

— — —
MGV-GENOME-0079573 10031:13936(+)

CDS_0017 CDS_0018 CDS_0019

OTU_7251 10041:14597(+)

20
16 17 18 19 21

— — — L
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