excisionase (CDS_0026)
baseplate wedge subunit (CDS_0021) CDS_0029
CDS_0019 tail fiber protein (CDS_0023) CDS_0027
CDS_0018 CDS_0020 CDS_0022 Retron_|_C_RT_1_C1(CDS_0024)CDS_0025 CBS£028

#
\

TemPhD_cluster_18017 14172:23768(+)
tail fiber protein (CDS_0023) CDS_0024

IMGVR_UViG_2531839653_000012|2531839653]2531927653|40528-82020 14158:21985(+)

tail fiber protein (CDS_0023)
CDS_0024

|
!#

TemPhD_cluster_32067 14162:23015(+)
tail fiber protein (CDS_0004) CDS_0003 CDS_0002

‘TemPthclusterA?OOZf 1:10346(-), 42502:43308(-)
tail protein (CDS_0023) CDS_0024

SAMN11031296_al ct1013 14168:21799(+)

Reverse transcriptase (CDS_0025)
tail fiber protein (CDS_0023) AbiA_small__AbiA_SLATT (CDS_0026)
24 27

|
#
!#

TemPhD_cluster_35884_ 14163:24605(+)

tail fiber assembly protein (CDS_0024)
tail fiber protein (CDS_0023) CDS_0025 MCR-10 family phosphoethanolamine--lipid A transferase (NFO33862.2) (CDS_0026)

TemPhD_cluster 41293 13950:23974(+)

tail fiber protein (CDS_0023)
CDS_0024 CDS_0025

!%

TemPhD_cluster_49428 13947:23243(+)
tail fiber protein (CDS_0023) 24 25 2627 28 29 30 31 32 33

uvig_354913 14169:26614(+)
tail fiber protein (CDS_0023) 24 25 26 2728 29

IMGVR_UVIG_2849947074_000004|2849947074|2849947198|3-43774 14162:25679(+)

cas8f_I-F_8 (CDS_0031)
Retron_|_C_RT_1 C1(CDS_0024) cas5f_I-F_2 (CDS_0032)
tail fiber protein (CDS_0023) 25 26 27 28 29 30 | cas7f_I-F_3 (CDS_0033)

|
*

IMGVR_UVIG_2846617769_000005|284661776912846617769(1448589-1497671 14172:29670(+)

6000 nt 1
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