single strand annealing protein (CDS_0003) phosphofructokinase (CDS_0013)
1 2 DNA polymerase (CDS_0004) 5 6 7 8 910 11 12 14 15 16
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MGV-GENOME-0288025 2:11790(+)

DNA polymerase (CDS_0054) 48
5352 51 50 49 47
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MGV-GENOME-0242755 30408:35616(-)

virion structural protein (CDS_0061)
HNH endonuclease (CDS_0059) 51
62 ‘ 60 58 DNA polymerase (CDS_0057) 5655 54 53 52T 50
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MGV-GENOME-0283513 33411:42888(-)

virion structural protein (CDS_0061)
HNH endonuclease (CDS_0059) 50
62 ‘ 60 58 57 DNA polymerase (CDS_0056) 5554 53 52 51T 49
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MGV-GENOME-0282531 33204:42731(-)

virion structural protein (CDS_0063)
HNH endonuclease (CDS_0061)
‘ DNA polymerase (CDS_0058) 52
64 62 60 59 \ 5756 55 54 53] 51
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MGV-GENOME-0282053 33895:42642(-)

virion structural protein (CDS_0060)
HNH endonuclease (CDS_0058) 50
61 ‘ 59 57 DNA polymerase (CDS_0056) 5554 53 52 51T 49
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MGV-GENOME-0303391 32609:43958(-)

virion structural protein (CDS_0058) endonuclease (CDS_0051)
HNH endonuclease (CDS_0056) RNA-dependent RNA polymerase (CDS_0053)
59 | 57 55 54 \ 52 50
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uvig 418250 33473:43007(-)
CDS_0050 CDS_0045

MGV-GENOME-0244472 33528:35856(-)
CDS_0046 CDS_0044

MGV-GENOME-0225759 29839:32529(-)
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DNA, RNA and nucleotide metabolism head and packaging other unknown function
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