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single strand DNA binding protein (CDS_0041)
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uvig_317868 30572:37859(+)

CDS_0039 DNA binding protein (CDS_0040) replication initiation protein (CDS_0045)

TemPhD_cluster_32157 31782:38455(+)

replication initiation protein (CDS_0045) CDS_0048
transcriptional regulator (CDS_0049)

RNA polymerase beta subunit (CDS_0052)
HNH endonuclease (CDS_0053)

CDS_0054

2000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function Defence


