holin (CDS_0027) 35
26 36 Druantia_ll_DruM (CDS_0041)
24 ZST 28 29 30 31 323334 TSl 38 39 40 42 43

)
{

| I—
uvig_303370 19855:30559(+)

30
27 2829 [31323334 36 37 42

OTU_3726 17661:28280(+)

CDS_0030
CDS_0032
CDS_0031  CDS_0034
| | cbs 0033

!

—
SRS098644 al ct18159 20024:27986(+)

CDS_0030

MGV-GENOME-0273026 20024:27178(+)

CDS_0031
CDS_0034
CDS_0032
CDS_0030 | CDS_0033  CDS_0037

%

| MG\/R_fUVi6733000065027000024|3300006502\630 100528_100759 21308:29840(+)

CDS_0036
CDS 0035 |

%

|MER?UVinSSOOO459887072794|3300045988 |Ga0495776_003557 21670:30355(+)

CDS_0037
CDS_0036
CDS 0035 | | CDS_0041

i

IMGVR_UViG_3300045988_058352|3300045988|Ga0495776_059432 21411:30046(+)
CDS_0036 CDS_0037

i

IMER_UVIG_3300045988_032115|3300045988\GaO495776_O42923 21636:31568(+)
CDS_0036 CDS_0037

5

MGV-GENOME-0237670 21379:29900(+)
30 31323334 37

MGV-GENOME-0238438 19881:29158(+)
30 31 323334 39

5

I
uvig_337307 19881:29705(+)

CDS_0032  CDS_0034
CDS_0033 | CDS_0035

uvig_160533 19958:29909(+)

CDS_0029
CDS_0030 CDS_0031

uvig 180883 20024:29992(+)

CDS_0030 CDS_0032
| cps_0031 | cDs 0033

MGV-GENOME-0237064 20024:29126(+)
3132 33 34 35

IMGVR_UViG_2751185687_000001|2751185687|2751241590[199266-236397 20022:30212(+)

CDS_0030
| cps_0031

IMGVR_UViG_3300045988_016474|3300045988|Ga0495776_100750 20025:28285(+)

partition protein (CDS_0033)
31
132 34 35 36 37

i%

| MGVR_UVIG_3%OZ9087_OOO 102|3300029087|Ga0169172_100072|1-38680 19970:31761(+)

CDS 0029  CDS_0031
CDS_0024 CDS_0030 | CDS_ 0032

| MGVR_UViG_3300045988_044m|3300045988\Ga0495776_059619 18124:28622(+)

SigE (VF0295) (CDS_0031)
30 32 33 34 3536 41

!%

uvig 191391 20023:31970(+)
CDS_0031

MGV-GENOME-4408189 20025:27253(+)

ABC-type heme transporter (VF0739) (CDS_0034)
CDO0873 (VF0593) (CDS_0032)
29 30 31 33 35 36 37 38 39

#
=

| I
uvig 283422 20025:37952(+)
31 32 33 3435 38 39

—
uvig 234023 19777:29193(+)

CDS_0032
CDS_0031 CDS_0033

!

MGV-GENOME-0248813 19777:26747(+)

CDS_0031
[ cDs_0032

|MGVR,UVIG,G%O45988,056588|3300045988\GaO495776,159868 20024:27444(+)
DNA polymerase (CDS_0030) 31 32 3334 35 36 37 38 3940 41 42 43 44 45 46 47

uvig_44198_ 20024:43430(+)

DNA polymerase (CDS_0030)
31 3233 34 35 36 37

i

MGV-GENOME-0272411 20025:32411(+)

ABC-type heme transporter (VF0739) (CDS_0034)
31 32 33 35 36 37 40 42 44

I
uvig_69692 19771:33068(+)
31 32 33 34 35

—
uvig 433134 20026:33402(+)
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