
Draper_2018_SRR6914089_NODE_1_length_38794_cov_6399.329719 8109:24845(+)

tail length tape measure protein (CDS_0013)

distal tail protein (CDS_0014)
tail protein (CDS_0015)

16 17 central tail fiber J (CDS_0018) 19
Retron_VI__HTH (CDS_0020)

21 22 23
integrase (CDS_0024)

excisionase (CDS_0025)
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0026)

27 transcriptional regulator (CDS_0028)

IMGVR_UViG_2873855708_000012|2873855708|2873856151|9869-45939 8109:22123(+)

CDS_0019

Retron_VI__HTH (CDS_0020)
CDS_0021

IMGVR_UViG_2873859994_000004|2873859994|2873860129|140607-179502 8109:24654(+)

CDS_0019
Retron_VI__HTH (CDS_0020)

CDS_0021 CDS_0022

IMGVR_UViG_2858354309_000002|2858354309|2858354313|303635-341302 8109:20767(+)

CDS_0019

IMGVR_UViG_2848565048_000002|2848565048|2848565048|1513360-1555173 8109:23497(+)

19
Retron_VI__HTH (CDS_0020)

21 22 23

IMGVR_UViG_2609460160_000006|2609460160|2609538042|188543-230998 8109:26811(+)

Rck (VF0108) (CDS_0016) 19 20

Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0021)
Paris_II__AriB_DUF4435_II___AriB_DUF4435_II_ali (CDS_0022)

2324
tail fiber protein (CDS_0025)

26 27 28

IMGVR_UViG_2902081170_000004|2902081170|2902081175|95082-135121 8109:25616(+)

16

Cor superinfection exclusion protein (CDS_0019)

outer membrane protein (CDS_0020)
membrane associated protein (CDS_0021)

22 23 24 25 cold shock protein (CDS_0026)

IMGVR_UViG_2905331984_000005|2905331984|2905332011|21384-64136 8108:25705(+)

Cor superinfection exclusion protein (CDS_0017)

outer membrane protein (CDS_0018)
membrane associated protein (CDS_0019)

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0020)
Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0021)

22 23

cold shock protein (CDS_0024)
GspA (VF0167) (CDS_0025)

ParB-like partition protein (CDS_0026)

IMGVR_UViG_2609460137_000004|2609460137|2609536142|1165235-1210163 7806:29813(+)

Cor superinfection exclusion protein (CDS_0017)

outer membrane protein (CDS_0018)
membrane associated protein (CDS_0019)

Gabija__GajA (CDS_0020)
Gabija__GajB_2 (CDS_0021)

22 23 24 25 26 27
28

29

holin (CDS_0030)

31

8000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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