IMGVR_UViG_3300045988_157683|3300045988|Ga0495776_152769 29132:38262(+)

34 38
29 31 32 33 [3536 3739

i

MGV-GENOME-0343916 29134:39270(+)

35 39
32 33 34 [3637 3840 44454647

i

MGV-GENOME-0345608 28996:40459(+)

33 37
32 ]34 35 36]38

E

IMGVR_UViG_3300029113_000208|3300029113|Ga0168853_100221[3354-67242 29000:38735(+)

MntABC (VF0455) (CDS_0038) 44 48
32 33 3435 36 37 39 40 41 42 43745 46 4749

uvig_128914 28996:48581(+)

37
33 36
28 29 31 32 [3435[|3839 40

i

MGV-GENOME-0342097 29151:39271(+)

36
33 35
31 32 [34]|3738 39

i

IMGVR_UViG_3300045988_153711|3300045988|Ga0495776_150288 29151:38967(+)

34
31 32 33[3536 37

i

—
MGV-GENOME-0340425 29154:38549(+)

34
3132 33[3536 37

i

IMGVR_UViG_3300023488_000166|3300023488|Ga0257039_10032|107841-173219 29154:37990(+)

MntABC (VF0455) (CDS_0038) dehydrogenase (CDS_0044)
32 33 3435 36 37 39 40 41 42 43 45 46 47 48 49 50
p-OEED -G@&EH@E@EECT- @@ D DTS O R — @& -abd

uvig 335882 29011:51797(+)

MntABC (VF0455) (CDS_0037)
31 32 3334 35 36 38 39 40 41 42 43 44

i%

Wig 254739 29304:46519(+)
3132 33 34 35

i

IMGVR_UViG_3300023479_000127|3300023479|Ga0257034_10005|156416-220210 29148:36854(+)
2829 30 35 36 37 38 39 40

i

ivig 2590 30113:39553(+)
30 32 33 34 35 36 37

i

ivig_1096 28989:39619(+)

CDS_0033  CDS_0035
CDS_0032 CDS_003:

iﬁ

IMGVR _UViG_2938088584_000002|2938088584|2938088585(54135-116519 28989:37951(+)
33 34 35 36 37 41 43 44

i

ivig_2471 29749:40725(+)

CDS_0034
CDS_0033 | CDS_0035

i

| MGVR_UE_646206266_OOOOO7\ 646206266|646206418|462806-526668 29749:39057(+)

35
29 3031 33 34 363738

i

IMGVR_UViG_3300045988_150406|3300045988|Ga0495776_140379 29633:40507(+)

35
33 34 [363738

i

—
MGV-GENOME-0339229 29633:40507(+)

36
33 34 35 373839

i

—
MGV-GENOME-0345895 29632:40862(+)
34 35 3637383940

i

MGV-GENOME-0343784 29480:41146(+)
34 35 3637383940

i

—
uvig 294116 29480:40953(+)
D-lactate dehydrogenase VanH (NFO00492.1) (CDS_0045)

MntABC (VF0455) (CDS_0039) clamp loader of DNA polymerase (CDS_0046)
33 34 3536 37 38 40 41 42 43 44 | 47 48 49 5051
pECDL  PO-G{@EEH@ @@ @ - EnEET - Aaabeachd

—
uvig_571674 29633:56505(+)

FS_HP_SDH_sah_ SDH_sah (CDS_0030)
CDS_0031
CDS_0032 CDS_0035 CDS_0037
|cDS_0033 [CDS_0036 [CDS 0038

i

MGV-GENOME-0343560 29898:39283(+)

dehydrogenase (CDS_0029) 32
23 28 30 31 | 333435

!ﬁ

uvig 233675 27767:39263(+)

33
29 30 3132 343536

IMGVR UVIG 3300029758 000225|3300029758|Ga0242784 100174/33055-95187 27630:37862(+)
28 29 303132

!

IMGVR_UViG_3300045988_144605|3300045988|Ga0495776_073360 27761:36297(+)

33
31 32 [34353637

i

IMGVR_UViG_3300045988_147402|3300045988|Ga0495776_169146 29148:38993(+)
3031 33 34 35363738

i

ivig_1565 28996:38541(+)

RosmerTA_RmrA_2677172838 (CDS_0031)
29 30 3233 343536

!#

—
uvig 328679 27627:38179(+)

34
32 33 [ 353637

i

MGV-GENOME-0339923 28996:38769(+)

CDS_0032 CDS_0034
|cps_0033cDs 0035

i

—
MGV-GENOME-0339769 29129:37782(+)

PD-T4-9_PD-T4-9_C (CDS_0030)
PD-T4-9_PD-T4-9_A (CDS_0028) 35
29| 31 33 34 [363738

i%

IMGVR_UVIG_3300045988_157757|3300045988|Ga0495776_032768 29693:40734(+)

O-antigen (VF0392) (CDS_0039)
dehydrogenase (CDS_0041)
O-antigen (VF0392) (CDS_0038) dehydrogenase (CDS_0042)
31 32 33 34 35 36 37 | 40 | 43 4445 46 4748

#
i

—
uvig 320711 29151:54758(+)
31 32 333435 36

E

IMGVR UVIG 3300029468 000007|3300029468|Ga0244207_100233 29255:40285(+)
30 33 34 3536 37 38

i

IMGVR_UViG_3300045988_147882|3300045988|Ga0495776_009757 29011:40370(+)

33
30 31 33 34353637 41 42 Erf-like ssDNA annealing protein (CDS_0043)

3

IMGVR_UViG_3300045988_154080|3300045988|Ga0495776_187153 28945:40283(+)
30 31 32333435

i

IMGVR_UViG_3300045988_152465|3300045988|Ga0495776_009740 28945:39925(+)
3031 32333435

i

IMGVR_UViG_3300030365_000216|3300030365|Ga0245220_100003|390284-453821 28929:38911(+)
30 31323334

?

IMGVR_UViG_3300029184_000100|3300029184|Ga0169197_100056[46959-110037 28947:38446(+)

32 37 38
30 31 [3334 35 36] 3940 4142 43

IMGVR_UE_SSOOOZ9077_000074|3300029077\ Ga0169232.10048|31120-99857 28951:44111(+)

34
31 32 33 353637

i

IMGVR_UViG_3300045988_161203|3300045988|Ga0495776_150194 29307:37913(+)
32 33 34353637 38 39

MGV-GENOME-0342498 29352:41925(+)
32 3334 35 36

i

IMGVR_UViG_3300000284.000118|3300000284|EM242_1013424(31177-93257 29260:39758(+)
313233 34 35

3

IMGVR _UViG_3300008060_000108|3300008060|Ga0114177_100113|17835-80992 29263:38857(+)
323334 35 36

i

IMGVR_UViG_3300007356_000226|3300007356|Ga0104763_100138|29273-92246 29308:38821(+)

36
37
29 3031 33 34 35/[38 39 40

IMGVR_UViG_3300045988_148066|3300045988|Ga0495776_166685 29629:41442(+)

3234
28 29 3031[33[35 36 37

IMGVR_UVIG 3300045988 _139566|3300045988|Ga0495776 155872 27763:38741(+)
29 30 31 33 34 3536 37

i

—
uvig 479586 29414:40223(+)

34 36 42
3233[35/37 40413

i

IMGVR_UViG_3300029643_000094|3300029643]Ga0245225_100037|56582-119366 29015:37436(+)

10000 nt i

DNA, RNA and nucleotide metabolism lysis other unknown function Defence Virulence AMR
— I I I



