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MGV-GENOME-0208454 20935: 29474(+)
DNA methyltransferase (CDS_0032) DNA methyltransferase (CDS_0037)
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MGV-GENOME-0205203 21184:28907(+)
CDS_0020 CDS_0021 CDS_0022 HNH endonuclease (CDS_0025)

MGV-GENOME-0171580 18872:22903(+)
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