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Station168 DCM_ALL assembly NODE_2019_length 38378 cov_17.490671 1:16879(+)
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Station189_MES_ALL _assembly NODE_1479_length_35550_cov_185.501874 1:14051(+)
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1 2 3 4 5 )
L e —
Station163_SUR_ALL_assembly NODE_692_length 40054 cov_14.477787 1:18729(+)
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Station209_SUR_ALL assembly NODE_1713 length 35441 _cov_13.210931 1:13942(+)
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Station189_DCM_ALL_assembly_NODE_961_length_33932_cov_12.244738 18247:33931(-)
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Station158 MES_ALL _assembly NODE_2422 |ength 29400_cov_39.881411 3:11658(+)

regulator of chromosome condensation (CDS_0007)
tail assembly chaperone (CDS_0010)
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Station188_DCM_ALL_assembly NODE_858_length_45058_cov_18.251050 1:24063(+)
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Station178_SUR_ALL_assembly_NODE_1511_length_41864_cov_15.232462 1:20520(+)
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DNA, RNA and nucleotide metabolism tail unknown function
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