CDS_0001 CDS_0002 CDS_0003 CDS_0004 CDS_0005 CDS_0006 CDS_0007

Station205_MES_ALL assembly NODE_3453 length_16621 cov_13.863214 3:5846(+)

CDS_0024 CDS_0023

Station180_ZZZ_ALL _assembly_ NODE_6457_length_12170_cov_24.710442 6274:12168(-)

DNA methyltransferase (CDS_0001)
CDS_0002 CDS_0003
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Station188_DCM_ALL assembly NODE_5794 length_13743_cov_29.317870 225:7060(+)
CDS_0025

Station85_MES_COMBINED_FINAL_NODE_3594._length_14678_cov_3.605895 10475:14676(-)

NrdA-like aerobic NDP reductase large subunit (CDS_0029)
dCMP deaminase (CDS_0031) DNA primase (CDS_0028)
30 27 26
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Station196_SUR_ALL _assembly NODE 2414 length_19154 cov_11.499136 9146:19153(-)
4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function
I



