
uvig_285710 17906:31525(+)

24 25 26 27 28
endolysin (CDS_0029)

30 31
transposase (CDS_0032)

33 34 35
36

37 38 integrase (CDS_0039) 40 41

transcriptional regulator (CDS_0042)
Retron_VI__HTH (CDS_0043)

44
45 46 47

IMGVR_UViG_3300045988_078434|3300045988|Ga0495776_084337 17906:24955(+)

CDS_0025 endolysin (CDS_0029) CDS_0030
transposase (CDS_0032)

CDS_0033 CDS_0036 CDS_0037

IMGVR_UViG_3300008408_000015|3300008408|Ga0115077_100277 18504:27357(+)

CDS_0031 CDS_0033 CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_074261|3300045988|Ga0495776_148208 18663:27038(+)

integrase (CDS_0031) CDS_0032

IMGVR_UViG_3300023721_000012|3300023721|Ga0257062_100621 17910:27405(+)

CDS_0031
AbiD__AbiD (CDS_0032)

CDS_0034 CDS_0039 CDS_0040

IMGVR_UViG_3300045988_089816|3300045988|Ga0495776_067568 18572:29885(+)

integrase (CDS_0033) 34 35
metallo-protease (CDS_0036)

37 integrase (CDS_0038)
FS_Sma__Sma (CDS_0039)

IMGVR_UViG_3300045988_059284|3300045988|Ga0495776_084109 18523:25470(+)

integrase (CDS_0033)
FS_Sma__Sma (CDS_0034) CDS_0039

uvig_292325 18529:28211(+)

endolysin (CDS_0029)
CDS_0031

excisionase (CDS_0032)

CDS_0034 CDS_0035 integrase (CDS_0036)

5000 nt

integration and excision lysis other transcription regulation unknown function Defence


