DNA binding protein (CDS_0038)
transposase (CDS_0036)
holin (CDS_0031)
endolysin (CDS_0030)

CDS_0034

CDS_0033 DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)
Ccb5_0035 CcDS_0039 CDS_0042

CDS_0032] [ | CDS_0037 | CDS_0040| | CDS_0043

I
MGV-GENOME-0316394 24668:35067(+)

DNA binding protein (CDS_0038)
CDS_0035 CDS _TO637
CDS_0036 |

I — —
IMGVR_UViG_3300045988_044661|3300045988|Ga0495776_136096 24667:34388(+)

CDS_0035  CDS_ 0037
CDS_0036]  CDS_0038

I
MGV-GENOME-0307750 24668:35012(+)

DNA binding protein (CDS_0038)
transposase (CDS_0036)
CDS_0035 CDS 0037

|MGVR?UVESSOOOZ?1367000061|3300029136\Ga01687477100565 24666:35415(+)

CDS_0035  CDS_0037
CDS_0035 DNA binding protein (CDS_0038)

|MG\/R_UVE_3SOOO45988_032263|3300045988\GaO495776_171347 24668:34422(+)

CDS_0035 CDS_0037
CDS_0036 DNA binding protein (CDS_0038)

IMGVR_UVE_3300045988_032269|3300045988\GaO49577é_134204 24668:34560(+)

CDS_0035 CDS_0037
CDS_0036 CDS_0038

MGV-GENOME-0306485 24669:34583(+)

QNA binding protein (CDS_0039)
transposase (CDS_0037)
CDS_0036 CDS_0038

MGV-GENOME 0302969 24665:34359(+)

QNA binding protein (CDS_0038)
transposase (CDS_0036)
CDS_0035 CDS_0037

IMGVR_UVE_33000 14540_000006|3300014540|Ga0134446_100166 24549:34277(+)

anaerobic ribonucleoside reductase large subunit (CDS_0037)

CDS_0035
DNA binding protein (CDS_0038)

CDS_0036
| 1 L J
IMGVR_UViG_3300045988_021772|3300045988|Ga0495776_147002 24669:37181(+)

DNA binding protein (CDS_0039)
transposase (CDS_0037)
CDS 0036 ~ €DS_0038|

|MGVR?U\/E:33000297707000131|3300029770\6301687167100593 24665:35143(+)

SigF (VF0294) (CDS_0037)
transposase (CDS 0036)
CDS_0035 \ DNA binding protein (CDS_0038)

-_— —
MGV-GENOME-0317499 24668:35296(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)
transposase (CDS_0036)
CDS_0035 | DNA binding protein (CDS_0038)

] -
MGV-GENOME-0308113 24665:34442(+)

transposase (CDS_0036)

CDS_0035 CDS_0037  DNA binding protein (CDS_0038)

MGV-GENOME-0341950 24667:36963(+)

CDS_0035 CDS_0037

DS 0036 DNA binding protein (CDS_0038)

im

|MGVR?UVEG)SOOO‘&S9887041973|33OOO45988\GaO4957767028274 24668:35104(+)

CDS_0037
CDS_0036 CDS_003

DNA binding protein (CDS_0039)

;m

IMGVR_UVE_3BOOO45988_049258|3300045988\Ga0495776_16 1855 24665:35466(+)

CDS_0035 CDS_0037
DS_0036 DNA binding protein (CDS_0038)
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—
IMGVR_UVE_3SOOO45988_029000|3300045988\Ga0495776_134220 24672:34780(+)

transposase (CDS_0036)
CDS_0035 CDS_0037 DNA binding protein (CDS_0038)

MGV-GENOME-0310460 24670:36020(+)

CDS_0035  CDS_0037
CDS 0036| CDS 0038

MGV-GENOME-0309923 24669:35140(+)

aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (CDS_0037)
CDS_0035

CDS 0036  CDS_0038

-_— -
MGV-GENOME-0309883 24670:35273(+)

QNA binding protein (CDS_0038)
transposase (CDS_0036)
CDS 0035 DS _0037

MGV-GENOME-0312604 24669:34699(+)

PNA binding protein (CDS_0038)
CDS_ 0035 CDS_0037
DS_003¢|
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CDS_0036 CDS_0038
CDS_0037DNA binding protein (CDS_0039)
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transposase (CDS_0036)

DS_0037
CDS 0035 | cps_0038

MGV-GENOME-0311302 24670:34634(+)

QNA binding protein (CDS_0038)
transposase (CDS_0036)
CDS_0035 CDS_0037

MGV-GENOME-0307712 24668:34335(+)

PNA binding protein (CDS_0038)
transposase (CDS_0036)
CDS.0035 | CDS_0037

IMGVR_UVE_3300029769_000277|3300029769\630243863_100509| 335-50190 24667:35077(+)

CDS_0035 CDS_0037
CDS_0036 DNA binding protein (CDS_0038)
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transposase (CDS_0036)

CDS_0038
CDS_0035  CDS_0037
OO ES-@EE{0ED

MGV*GENO-M E-0808667 24667:34657(+)

CDS_0036 DNA binding protein (CDS_0038)
CDS_0035 CDS_003

iii

—
IMGVR_UVE_3300045988_030844|3300045988\Ga0495776_165495 24665:35704(+)

CDS.0036  CDS_0038
CDS_0037| DNA binding protein (CDS_0039)

|MGVR?UVESSOOO459887029685|3300045988\Ga049577670472 16 24669:34976(+)

CDS_0037
CDS_0036 CDS_0038 CDS_0039

MGV-GENOME-0311859 24666:35972(+)

acetyltransferase (CDS_0037)
35 36 | 38 39DNA binding protein (CDS_0040)

|MG\/R_UVE_3SOOO45988_034228|3300045988\GaO495776_04736O 24670:35787(+)

acetyltransferase (CDS_0037)
CDS_0035
6DS_0036 DNA binding protein (CDS_0038)
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|MGVR?U\/ESSOOO459887O15579|3300045988\Ga04957767134456 24670:34746(+)

transposase (CDS_0037)

36 3839 DNA binding protein (CDS_0040)
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#

IMGVR_UVE_3300029394_OOO 108|3300029394]|Ga0243997_1000568 24142:35236(+)

transposase (CDS_0037)
36 3839 40
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#

MGV-GENOME-0309029 24666:36406(+)

transposase (CDS_0036)
35 37 38 DNA binding protein (CDS_0039)
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—
IMGVR?UVESSOOOZ‘?S807000067|3300029580\6;\02450967100541 24670:35832(+)

transposase (CDS_0036)

35 37 38  DNA binding protein (CDS_0039)
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|MGVR?UVES3OOO293587000294|3300029358\Ga02438 18_1000056|73487-125083 24671:36770(+)

transposase (CDS_0036)
35 37 38 DNAbinding protein (CDS_0039)

|
#

MGV-GENOME-0321693 24669:36025(+)

transposase (CDS_0036)
tail protein (CDS_0038)

35 37 DNA binding protein (CDS_0039)
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|MGVR?UVESSOOO294O97000061|33OOO2 9409|Ga0243858_100523 24667:36605(+)

transposase (CDS_0036) 39
35 37 38| DNA binding protein (CDS_0040)

|
#

IMG\/R7UVE28 14123238_000001|2814123238|2814186401|970667-1020829 24668:36103(+)

CDS_0036 CDS_0038
CDS_0037 DNA binding protein (CDS_0039)

IMGVR_UVE_3300045988_040123|3300045988\Ga0495776_030023 24665:34395(+)

glutamine amidotransferase (CDS_0040)
transposase (CDS_0037)

36 38 39 DNA binding protein (CDS_0041)
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IMG\/R_UVE_64595 1831.000002(645951831]|645962155|30390-81560 24716:37110(+)

transposase (CDS_0036)

35 37 38 39 DNA binding protein (CDS_0040)
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#

MGV-GENOME-0314667 24669:36974(+)

transposase (CDS_0036)

35 37 3839

MGV-GENOME-0310601 24669:35349(+)

transposase (CDS_0037)
CDS_0036 BSH (VF0350) (CDS_0038)

_— I —
IMGVR_UViG_3300029039_000279|3300029039|Ga0169649_100034]102765-150889 24668:35124(+)

transposase (CDS_0036)
CDS_0035 DNA binding protein (CDS_0037)

|MGVR?U\/EJ‘?106654227000012|2910665422\ 2910665603|58523-105684 24667:34284(+)

CDS_0036
CDS_0035 CDS_0037

IMGVR_UVE_3SOOO45988_023069|3300045‘?88\630495776_17065 1 24668:35110(+)

transposase (CDS_0036)
CDS_0035 CDS_0037

—
IMGVR_UVE_C%SOOO 14787_000193|3300014787|Ga0134384_1000095|29593-79036 24668:34752(+)

transposase (CDS_0036)
CDS_0035 DNA topoisomerase Il (CDS_0037)

—
IMGVR?UVE28761148687000005|2876114868\2876114869|2618S-76501 24669:36256(+)

transposase (CDS_0036)
CDS_0035 CDS_0037

MGV-GENOME-0321640 24662:35262(+)

transposase (CDS_0036)
CDS_0035 CDS_0037

|MGVR?UVE3300023289700015 1/3300023289|Ga0256630_10059|37161-86445 24670:35225(+)

transposase (CDS_0036)
CDS_0038
CDS_0035 CDS_0037

IMGVR7U\/ESSOOO 14541_000007|3300014541|Ga0134391_100179 24668:35865(+)

transposase (CDS_0036)

CDS_0035 CDS_0037 Mu Gam-like end protection (CDS_0042)

MGV-GENOME-0306962 24537:34206(+)

35 36 37 38 DNA binding protein (CDS_0039)

MGV-GENOME-0312929 24668:36904(+)

35 36 37 38 DNA binding protein (CDS_0039)

IMGVR_UVE_3BOOO45988_044896|3300045988\Ga0495776_058341 24668:36904(+)
35 36 37 38 DNA binding protein (CDS_0039)

MGV-GENOME-0311530 24668:36374(+)

CDS_0035 DNA binding protein (CDS_0037)
CDS_0036
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transposase (CDS_0036)
CDS_0035 DNA binding protein (CDS_0037)

O DA
MGV-GENOME-0295164 24668:34240(+)
CDS 0035  CDS 0037
cbs_0036
S W g S I I

MGV-GENOME-0303158 24672:33671(+)

CDS_0036
CDS_0035 |CDS_0037 DNA binding protein (CDS_0038)

|MGVR,UVEJSSOOOQ%)OS,OOOZ74|3300029603\Ga02451397100 100[77747-127263 24671:34988(+)

CDS_0031
| CDS.0036 CDS_ 0037 DNA binding protein (CDS_0038)

|MGVR?UVESBOOOZ%S{OOO127|330002%34\Ga02428007100252| 26999-77046 24679:35272(+)

CDS_0036 DNA binding protein (CDS_0038)
CDS_003
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DNA binding protein (CDS_0027)
transposase (CDS_0024

25
23 T 26 29
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uvig 1938 11877:22614(+)

transposase (CDS_0036)

35 37 38

|
{

IMGVR7UVES3OOOZ972 1.000154(3300029721|Ga0245216_100221|25-54638 24668:40551(+)

transposase (CDS_0036)

83] 37 38 39 DNAbinding protein (CDS_0040)
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uvig_378881 24534:39408(+)

transposase (CDS_0036)
35 37 3839 40 41

MGV-GENOME-0314959 24666:36883(+)

transposase (CDS_0036)
35 37 38 39 DNA binding protein (CDS_0040)
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uvig 173756 24666:35868(+)

transposase (CDS_0036)

35 37 38 39 40

|
{

MGV-GENOME-0315271 24666:37019(+)

DNA binding protein (CDS_0038)
transposase (CDS_0036)

CDS_0035 CDS 0037  CDS_0040

| —
MGV-GENOME-0309713 24669:35673(+)

DNA binding proTtein (CDS_0038)
transposase (CDS_0036)

CDS 0035 €DS_0037 CDS_0043
OO EHIE-EDEOND

IMGVR_UVE_3300045988_024515|3300045988\Ga0495776_02865 1 24666:35259(+)

39
36 37 38 |40 41 DNAbinding protein (CDS_0042)

MGV-GENOME-0309246 24668:36296(+)

anaerobic ribonucleotide reductase small subunit (CDS_0038)
transposase (CDS_0036)
Psyr ‘ A_ PsyrT (CDS_0037)
35

<
Q
<
el
(e
<
@)
w
W
o
o
o
@D
(e}
X
ES
JuN
o
o
o
[N
o
[oN
w
&)
o
o
o
@
o
K
N
-
)
)
(@]
=
o
®
®
o
[oN
=
Q
o
i
-
&)
=
o
[oN
)
~
o
~
IN
~
®
N
i
o
[oN
e
w
®
[oN
)
0

(+)

transposase (CDS_0036)
35 37

38 39 40 41 DNAbinding protein (CDS_0042)
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uvig 184049 24671:39969(+)

transposase (CDS_0036)

35 37 38 39 40 DNAbinding protein (CDS_0041)
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uvig 278557 24663:39684(+)

CDS_0035
holin (CDS_0031) CDS_0037
CDS 0029 | DS_0036]  DNA binding protein (CDS_0038)
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transposase (CDS_0037)

36 38 39 40 41 DNA binding protein (CDS_0042)
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transcription antiterminator (CDS_0040)
transposase (CDS_0036)
38
37 [39

35 ‘41 DNA binding protein (CDS_0042)

|
.
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_— — —
Ma_2019_SRR413679_NODE_446_length_51237_cov_3.368176 24670:37123(+)

DNA binding protein (CDS_0039)
transposase (CDS_0037)
€DS_0038
CDS 0036 | | |CDS.0041CDS 0042
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transposase (CDS_0036)

39 DNA binding protein (CDS_0040)

anaerobic ribonucleoside reductase large subunit (CDS_0039)

CDS_0035 _glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)

— -
MGV-GENOME-0312824 24669:34915(+)

glutamine amidotransferase (CDS_0043)
transposase (CDS_0037) 41

36 38 39 40 |42 DNA binding protein (CDS_0044)
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ivig 2563 24716:39346(+)

38

35 36 87| 39 40 41 42 DNAbinding protein (CDS 0043)

|MGVR?UVES3OOO4598870744OO|3300045988 |Ga0495776_113037 24670:39944(+)

transposase (CDS_0038)
transposase (CDS_003

6)
35 37 3940 41 42 DNA binding protein (CDS_0043)
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DNA binding protein (CDS_0039)
37
transposase (CDS_0036) TCLS 40
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transposase (CDS_0036)
35 37

40

38394142 43 44

IN
g

46

DNA binding protein (CDS_0047)
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uvig_338641 24667:43875(+)

transposase (CDS_0036)MazF-like growth inhibitor (CDS_0041)
35 37 38 39 40 | 42 43 44

DNA binding protein (CDS_0045)

|
#

IMGVRfU\/ESSOOO 14793_000178|3300014793|Ga0134407_1000172|22972-79632 24668:41883(+)

MazF-like growth inhibitor (CDS_0040)
353637 3839 | 4142 43  DNA binding protein (CDS_0044)

IMG\/R_U\/E_C%SOOO 14560_000171]3300014560|Ga0134394_100095|14953-68415 24668:38685(+)

DNA binding protein (CDS_0036)
CDS_0035
CDS_0034|

|MGVR?UVIGESOOO‘&S988,024322|33OOO45988\Ga0495776716 1897 24274:33577(+)

DNA binding protein (CDS_0036)
CDs_0035

IMGVR_UVIG_?300045988_O 14292|3300045988|Ga0495776_097994 24274:32765(+)

CDS_0035
CDS_0034 |  DNA binding protein (CDS_0036)
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DNA binding protein (CDS_0036)
CDS_0035]

—
IMGVR?UViG?SOOOZ‘?SlG?OOO142|3300029313\Ga02427817100113| 109557-157557 24276:33225(+)

DNA binding protein (CDS_0034)

IMGVR_UVIG_?300045988_027650|3300045988\630495776_148820 24188:32344(+)

CDS_0034 CDS_0036
CDS_OOSS_T DNA binding protein (CDS_0037)

—
IMGVR_UViG_?300029704_OOOSOOI3300029704\Ga0245212_100008|2093577259544 24278:35547(+)

PanC/PanD (VF0319) (CDS_0035)
34 36 37 DNAbinding protein (CDS_0038)

|
4

_— — —
IMGVR_UViG_3300014971_000058|3300014971|Ga0134442_1000228 24278:35571(+)

transposase (CDS_0040) DNA binding protein (CDS_0050)
41 integrase (CDS_0044) 47

39 T42 43 4546] 4849 53 54
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#

IMGVR_UVE_28497762 16_000005|2849776216|2849776293|68609-123750 24661:41863(+)

transposase (CDS_0040)
41
39 T 42 DNA binding protein (CDS_0043)

|
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|
ivig_1717 24661:35643(+)

40
38 39 |41 DNAbinding protein (CDS_0042)

MGV-GENOME-0307900 24665:35070(+)

Tyrosine phosphatase (VF0852) (CDS_0038)

dCMP deaminase (CDS_0037) endolysin (CDS_0042)

transposase (CDS 0036) Eleos_ LeoBC (CDS_0040)
35 Eleos__LeoA (CDS_0039) 41 43 44
- DEHH @G- K- EDED)

_— -_— I L
IMGVR_UViG_3300029676_000153|3300029676]|Ga0243825_100187(39798-97132 24642:42557(+)

DNA binding protein (CDS_0039)
endolysin (CDS_0031)
endolysin (CDS_0030)

‘ CDS_0036
CD5_003

CDsS_0038

:

| MGVR_UViG_?SOOO 14762_000123|3300014762|Ga0134420_100047|13017-61771 24276:33977(+)

CDS_0035 CDS_0037
CDS_0036 CDS 0038  CDS_0043

CDS_0042

j%

|MGVR_UVE_3300045988_039863|3300045988\Gao495 776_136421 24670:33868(+)

transposase (CDS_0036)
CDS_0035 CDS_0037

_— —
MGV-GENOME-0297302 24667:33538(+)

transposase (CDS_0037)
CDS_0036 CDS_0038

_—
uvig 429610 24668:33396(+)

CDS_0035 CDS_0037
CDS 0036 |

IMGVR_UVIG_3300045988_049229/3300045988|Ga0495776 098661 24662:33789(+)
CDS_ 0035 CDS 0036

—
IMGVR_UVE_7000OOOSSZ_OOO421|7000000352\SRSO 14923 WUGC _scaffold_16003]2-45119 24665:32553(+)

DNA binding protein (CDS_0038)
CDS_0036
CDS_0037 CDS_0039

i

—
IMGVR_UVE_3SOOO45988_041852|3300045988\Ga0495776_006802 24643:34101(+)

transposase (CDS_0036)

35 37 38 39 40 41 42

|
{

—
uvig 527867 24612:39039(+)

DNA binding protein (CDS_0039)
CDS_0037

CDS_0038 CDS_0041

iH

—
MGVR_UViG_3300045988_036713|3300045988\Ga0495 776.029575 26407:35546(+)

CDS_0039

_—
OTU_1187 26404:35617(+)
CDS_0037

—
mGVR?UVinSSOOO 14806_000236|3300014806|Ga0134388_1000082|32033-78790 26409:34111(+)

CDS_0034

—
MGV-GENOME-0314138 24276:31688(+)

DNA binding protein (CDS_0034)

CDS_0028 CDS_0033

—
IMGVR_UViG_350045988_026007|3300045988\Ga0495776_106157 23907:32306(+)

QNA binding protein (CDS_0036)
transposase (CDS_0034)
CDS_0033 CDbs_0035

| MGVR_UVIG_3ﬁ)029134_000012|3300029134\Ga0168775_100581 23908:33499(+)

transcriptional repressor (CDS_0041)
anti-repressor (CDS_0040)
transposase (CDS_0036)

tail chaperone p@ein (CDS_0048)
major tail protein (CDS_0049)
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