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30 31 DNA binding protein (CDS_0032)
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28
CII-like regulator (CDS_0029)

30 31 DNA binding protein (CDS_0032)
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28 29 30 31

metal-dependent hydrolase (CDS_0032)

33
metallo-endopeptidase (CDS_0034)

35 DNA binding protein (CDS_0036)
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DNA binding protein (CDS_0041)
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terminase large subunit (CDS_0027)

2829 30
HicB-like antitoxin (CDS_0031)

32 37 38
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CDS_0027

CDS_0028 CDS_0034
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31 32 33 34 35 36 37 38 39 40 41 DNA binding protein (CDS_0042)

uvig_199459 20236:39834(+)

integrase (CDS_0031)
32 33 34 35 36 37 38 DNA binding protein (CDS_0039)

uvig_280069 1:11777(-)

Gabija__GajB_2 (CDS_0001)

thymidylate synthase (CDS_0002)
thymidylate kinase (CDS_0003)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation
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