glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0038)
amidoligase enzyme (6‘DS _0037)

endolysin (CDS_0035) transcriptional regulator (CDS_0041) HAD-superfamily hydrolase (CDS_0049) transcriptional regulator (CDS_0056)
3TZ integrase (CDS_0040) integrase (CDS_0051) 58
313334 36 | 39 | 424344 45 46 47 48 50 52 53 5455 | 57

Ma_2019_SRR341689 NODE_131 length_75297_cov_6.418689 24783:48875(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)
amidoligase enzyme (CDS_0036)
| 38 39 integrase (CDS_0040)

uvig 463172 24785:35061(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)
amidoligase enzyme (CDS_0038) transcriptional regulator (CDS_0046)
|40 41 42 43 Retron_VI_HTH (CDS_0047)
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glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)
amidoligase enzyme (CDS_0036) RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0045)
‘ integrase (CDS_0040) integrase (CDS_0050)
38 39 41 42 43 44 47 48 49 5152 53 54

H_XM—H DO A KD

uvig 291783 24784:49111(+)

lincosamide nucleotidyltransferase Lnu(P) (NFO00061.1) (CDS_0005)
ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0004)
1 2 | integrase (CDS_0006)

D >DH HD— KD

SAMNO5826991 a1 ct15281 vs1 1:10188(+)

CDS_0001 CDS_0002

=DM

uvig 238962 1:5938(+)

transcriptional regulator (CDS_0042)
CDS_0038
CDS_0037 CDS_0040 endolysin (CDS_0047)
CDS_0036 | €DS_0039] DS.0043 | CDS_0048

EED—0 S DAEHDHEDD

IMGVR_UViG_3300030029_000287|3300030029|Ga0245284_1000225[4085-64494 25860:33956(+)

k 9000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis other transcriptionregulation unknown function Defence AMR
I



