thioredoxin domain (CDS_0040)

CDS_0032 CDS_0039
CDS_0033 CDS_0035 CDS_0038
CDS_0031 CDS_ 0034 | DNA polymerase (CDS_0036) CDS 0037 | CDS_0041  CDS_0042 CDS_0043  CDS_0044

K KK O K K

Gordonia_phage_Ennea 30321:40784(+)

CDS_0036 CDS_0037

=
—@EEK K S O O K K —
(O

Gordonia_phage_Skysand 30321:40731(+)
CDS_0037

CO—@EE T K O

Gordonia_phage_Lollipop1437 30321:40476(+)

DNA methyltransferase (CDS_0036) DNA methyltransferase (CDS_0037)

AKX (S R o O N = G G —

Gordonia_phage_Float294 30321:41236(+)

exonuclease (CDS_0040)
CDS_0035 CDS_0041 CDS_0042

d—aKEK K RO K K —C—a

JF923796.1 30170:40521(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism other unknown function



