46 47 49 50 51 52 53 54 55 56 57 58 59 60 61

IMGVR_UViG_3300045988_154429|3300045988|Ga0495776_140493 61059:69985(+)

CDS_0081
CDS_0087 CDS_0082| CDS 0080 CDS_0079

SAMEA2738022_b1_ct3 77214:85246(-)

excisionase and transcriptional regulator (CDS_0055)
57 58 59 60 61 62

IMGVR_UViG_3300045988_162665|3300045988|Ga0495776_007288 65733:74824(+)
53 56 57 58 59 60

MGV-GENOME-0372390 64087:73272(+)

CDS_0053
CDS_0048 CDS_0052] CDS.0054  CDS_ 0055 CDS_0060

IMGVR_UViG_3300006748_000137|3300006748|Ga0101800_100032 62860:70894(+)

CDS_0043
CDsS_0044 CDS_0049 CDS_0050 CDS_0054

—

IMGVR_UViG_3300045988_148023|3300045988|Ga0495776_122509 61260:70265(+)

3000 nt 1

integration and excision unknown function



