Autolysin (VF0143) (CDS_0026)
holin (CDS_0025) dUTPase (CDS_0028)
19 20 tail protein (CDS_0021)tail protein (CDS_0022) 23 24 | | 27 29 30 31

|
4

MGV-GENOME-0174957 10409:23904(+)

Autolysin (VF0143) (CDS_0024)
holin (CDS_0023) 26
22 | 25 [2728 29

i%

MGV-GENOME-0170326 10142:23244(+)

Autolysin (VF0143) (CDS_0025)
holin (CDS_0024) integrase (CDS_0026)
23 | 27

|
#

MGV-GENOME-0179989 10156:24664(+)

DNA polymerase/primase (CDS_0025)
holin (CDS_0024) 29
DNA helicase (CDS_0026) 30 32
23 | 2728 | [31]3334 35

iI

MGV-GENOME-0186282 10135:25643(+)

holin (CDS_0024)
endolysin (CDS_0025)
23 | 26 27

uvig_370751 10213:21573(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26 27

MGV-GENOME-0164036 9935:22363(+)

holin (CDS_0025)
CDS_0024 | endolysin (CDS_0026)

MGV-GENOME-0158974 10407:21677(+)

dUTPase (CDS_0027)
holin (CDS_0025) Dmolymerase/primase (CDS_0029)  membrane protein (CDS_0036)
endolysin (CDS_0026) DNA helicase (CDS_0030) 33
24 | 28 | 31 32 [3435 | 37

*
4
#

MGV-GENOME-0208054 10402:28848(+)

dUTPase (CDS_0027)
holin (CDS_0025) membrane protein (CDS_0033)
endolysin (CDS_0026) 30
24 | 28 29 [3132 | 34

it

MGV-GENOME-0195896 10402:26000(+)
7000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function Virulence
— I



