baseplate hub subunit and tail lysozyme (CDS_0012)
exonuclease (CDS_0006) ferredoxin (CDS_0014)
78910 11 | 13

wv

T e ————
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Station173_SUR_ALL assembly NODE_1176 _length_24115 cov_57.868204 17098:24115(-)
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Station201_SUR_ALL_assembly_ NODE_2759_length 21034 _cov_44.250393 1:4317(+)
exonuclease (CDS_0032) 29
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Station175_ZZZ ALL assembly NODE_1994 length 24508 _cov_73.994847 13022:24507(-)
exonuclease (CDS_0033) 30
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Station191_SUR_ALL_assembly NODE_834 length_28658 cov_282.142817 13310:28656(-)
CDS_0001 CDS_0006

Station175_SUR_ALL_assembly_NODE_4762_length_20375_cov_30.410778 2:2178(+)
CDS_0030
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tation178_SUR_ALL_assembly NODE_ 4693 length 18121 cov_14.157921 15984:18121(-)

CDS_0031 ribonucleoside diphosphate reductase small subunit (CDS_0026)

Station205_SUR_ALL_assembly_NODE_2124_length_19326_cov_63.937990 15526:19262(-)
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