
IMGVR_UViG_2667527588_000007|2667527588|2667542871|21621-62704 33852:41082(+)

transcriptional repressor (CDS_0046)

CDS_0047

transcriptional regulator (CDS_0048)
HNH endonuclease (CDS_0049)

CDS_0050 CDS_0051
CDS_0052
endolysin (CDS_0053)

Rz-like spanin (CDS_0054)

CDS_0055
HNH endonuclease (CDS_0056)

CDS_0057

TemPhD_cluster_50028 31280:40080(+)

transcriptional activator (CDS_0042)
CDS_0043 CDS_0048 CDS_0049

Rz-like spanin (CDS_0052)
CDS_0053CDS_0054

MGV-GENOME-0247714 24423:33262(+)

phosphoadenosine phosphosulfate reductase (CDS_0038)
anti-termination protein Q-like (CDS_0043)

CDS_0044 CDS_0045 CDS_0049

MGV-GENOME-0278822 24288:33615(+)

anti-termination protein Q-like (CDS_0041)
CDS_0042 CDS_0043

IMGVR_UViG_2541047806_000007|2541047806|2541173296|196988-237260 31688:40271(+)

CDS_0046 CDS_0047 CDS_0048 CDS_0052

TemPhD_cluster_47888 39437:1734(+)

terminase large subunit (CDS_0001)
anti-termination protein Q-like (CDS_0049)

CDS_0050 CDS_0054

TemPhD_cluster_32324 33318:1734(+)

CDS_0049 CDS_0050 CDS_0054

IMGVR_UViG_2802429226_000008|2802429226|2802449947|63082-104205 31488:41122(+)

CDS_0048
PD-T4-10__PD-T4-10_A (CDS_0049)

CDS_0050
Rz-like spanin (CDS_0053)

CDS_0054

TemPhD_cluster_36512_ 30692:1734(+)

anti-termination protein Q-like (CDS_0048)
PD-T4-10__PD-T4-10_A (CDS_0049)

CDS_0050 CDS_0054

TemPhD_cluster_51152 27436:1734(+)

CDS_0044 CDS_0045
Rz-like spanin (CDS_0048)

CDS_0049

IMGVR_UViG_2537562223_000005|2537562223|2537635946|64297-104718 31886:40420(+)

CDS_0049 CDS_0050 CDS_0054

IMGVR_UViG_2563366992_000001|2563366992|2563400913|62017-103984 33035:41966(+)

CDS_0050 CDS_0051 CDS_0055
Rha-like transcriptional regulator (CDS_0056)

TemPhD_cluster_41945 32694:1928(+)

membrane protein (CDS_0002)
anti-termination protein Q-like (CDS_0050)

CDS_0051 CDS_0052 CDS_0055

uvig_117117 32212:40755(+)

anti-termination protein Q-like (CDS_0051)

CDS_0052
holin (CDS_0053)

CDS_0056 CDS_0057

TemPhD_cluster_33025 32151:1928(+)

CDS_0049
CDS_0050

CDS_0051

TemPhD_cluster_15711 32165:1928(+)

CDS_0047 CDS_0048 CDS_0049

TemPhD_cluster_61378 30393:1734(+)

CDS_0046 CDS_0047 holin (CDS_0048) CDS_0051

TemPhD_cluster_42012 31880:1928(+)

anti-termination protein Q-like (CDS_0051)
CDS_0052 holin (CDS_0053) Bor-like outer membrane protein (CDS_0056)

TemPhD_cluster_17640 30740:1928(+)

CDS_0048
CDS_0049

holin (CDS_0050)

TemPhD_cluster_29934 31244:1734(+)

anti-termination protein Q-like (CDS_0048) CDS_0049

TemPhD_cluster_21923 29368:1734(+)

CDS_0047 CDS_0048

TemPhD_cluster_27671 31862:40370(+)

anti-termination protein Q-like (CDS_0047) CDS_0048

TemPhD_cluster_23522_ 33113:1734(+)

anti-termination protein Q-like (CDS_0048) CDS_0049
Rz-like spanin (CDS_0053)

CDS_0054

uvig_107601 22658:31355(+)

anti-termination protein Q-like (CDS_0039) CDS_0040 holin/anti-holin (CDS_0041)

TemPhD_cluster_49770 31890:1734(+)

anti-termination protein Q-like (CDS_0048)
CDS_0049CDS_0050

TemPhD_cluster_61552 29223:1734(+)

CDS_0047 CDS_0048

TemPhD_cluster_32300 32856:1928(+)

anti-termination protein Q-like (CDS_0046) 47 48 49 50

uvig_540357 29633:38589(+)

anti-termination protein Q-like (CDS_0045)
CDS_0046

CDS_0047
CDS_0048

MGV-GENOME-0205860 19894:29028(+)

anti-termination protein Q-like (CDS_0034)
CDS_0035

CDS_0036
CDS_0037

TemPhD_cluster_41543 33665:1734(+)

anti-termination protein Q-like (CDS_0049) CDS_0050 nucleoid associated protein (CDS_0051)

TemPhD_cluster_49647 32667:1734(+)

CDS_0051 nucleoid associated protein (CDS_0052)

TemPhD_cluster_41821 32372:1928(+)

anti-termination protein Q-like (CDS_0050) CDS_0051
nucleoid associated protein (CDS_0052)

CDS_0053

TemPhD_cluster_42074 32478:1734(+)

anti-termination protein Q-like (CDS_0051) Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0052)

IMGVR_UViG_2695420732_000023|2695420732|2695473872|25337-64808 31190:39470(+)

CDS_0049
Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0050)

uvig_115567 25020:35008(+)

anti-termination protein Q-like (CDS_0044) CDS_0045 CDS_0046
DNA methyltransferase (CDS_0047)

IMGVR_UViG_2778261673_000007|2778261673|2778334908|51569-91876 33304:40306(+)

CDS_0051 CDS_0055

TemPhD_cluster_16872 34311:1734(+)

CDS_0050
CDS_0051

IMGVR_UViG_2619619135_000001|2619619135|2619669497|57781-98121 31531:40339(+)

CDS_0050 nucleoid associated protein (CDS_0051) CDS_0055

TemPhD_cluster_30086 30901:1734(+)

CDS_0048 nucleoid associated protein (CDS_0049)

TemPhD_cluster_51098 27306:1734(+)

CDS_0042 CDS_0043 nucleoid associated protein (CDS_0044)

TemPhD_cluster_49218 33360:1734(+)

CDS_0049 CDS_0050 nucleoid associated protein (CDS_0051) CDS_0055

TemPhD_cluster_18500 31018:40758(+)

CDS_0048
Kiwa__KwaB_2 (CDS_0049)

Kiwa__KwaA (CDS_0050)
CDS_0054

CDS_0055
CDS_0056

MGV-GENOME-0236005 24757:34520(+)

anti-termination protein Q-like (CDS_0041)
CDS_0042

uvig_542358 22017:32499(+)

anti-termination protein Q-like (CDS_0038)
OmpD (VF0969) (CDS_0039)

CDS_0040
DNA methyltransferase (CDS_0041)

TemPhD_cluster_26177 28173:1734(+)

anti-termination protein Q-like (CDS_0043)
OmpD (VF0969) (CDS_0044)

CDS_0045
DNA methyltransferase (CDS_0046)

TemPhD_cluster_25950 31347:1734(+)

anti-termination protein Q-like (CDS_0047)

CDS_0048
DNA methyltransferase (CDS_0049)

IMGVR_UViG_2778261274_000007|2778261274|2778295685|34449-78644 35413:44194(+)

CDS_0052

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0053)
CDS_0054

CDS_0055

TemPhD_cluster_27361 33366:1734(+)

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0052)
CDS_0053

CDS_0054

IMGVR_UViG_2585427764_000009|2585427764|2585459048|12-40562 31381:40549(+)

CDS_0048CDS_0049
DNA methyltransferase (CDS_0050)

MGV-GENOME-0227110 24259:32763(+)

anti-termination protein Q-like (CDS_0040)

CDS_0041
DNA methyltransferase (CDS_0042)

TemPhD_cluster_24615 31417:40953(+)

anti-termination protein Q-like (CDS_0048)

CDS_0049
DNA methyltransferase (CDS_0050)

CDS_0054

uvig_482495 31253:41510(+)

anti-termination protein Q-like (CDS_0049)

CDS_0050
CDS_0051

DNA methyltransferase (CDS_0052)

TemPhD_cluster_25898 31793:1928(+)

terminase large subunit (CDS_0001)

anti-termination protein Q-like (CDS_0047)

CDS_0048
DNA methyltransferase (CDS_0049)

IMGVR_UViG_2563366875_000002|2563366875|2563394662|68623-108852 31011:40228(+)

CDS_0047 CDS_0048 CDS_0049
DNA methyltransferase (CDS_0050)

MGV-GENOME-0237315 25213:34769(+)

anti-termination protein Q-like (CDS_0041)
OmpD (VF0969) (CDS_0042)

CDS_0043
DNA methyltransferase (CDS_0044)

CDS_0048

uvig_163174 31547:41171(+)

anti-termination protein Q-like (CDS_0046) CDS_0047 CDS_0048
DNA methyltransferase (CDS_0049)

TemPhD_cluster_43367 26844:1734(+)

anti-termination protein Q-like (CDS_0045) CDS_0046 CDS_0047
DNA methyltransferase (CDS_0048)

TemPhD_cluster_50169 30063:1734(+)

CDS_0047 CDS_0048 CDS_0049
DNA methyltransferase (CDS_0050)

uvig_296769 21821:32676(+)

anti-termination protein Q-like (CDS_0039) 40
nucleoid associated protein (CDS_0041)

42 DNA methyltransferase (CDS_0043)

TemPhD_cluster_36431 30909:1734(+)

anti-termination protein Q-like (CDS_0050)
51 52 53 DNA methyltransferase (CDS_0054)

IMGVR_UViG_3300045988_138709|3300045988|Ga0495776_172530 31022:40731(+)

anti-termination protein Q-like (CDS_0049)
50 51 52 DNA methyltransferase (CDS_0053)

MGV-GENOME-0240684 26253:35323(+)

anti-termination protein Q-like (CDS_0043)
44 45 46 DNA methyltransferase (CDS_0047)

MGV-GENOME-0232591 23508:33812(+)

anti-termination protein Q-like (CDS_0040) 41
transposase (CDS_0042)

43 44 DNA methyltransferase (CDS_0045)

TemPhD_cluster_36704_ 30526:1734(+)

anti-termination protein Q-like (CDS_0048) CDS_0049 CDS_0050
DNA methyltransferase (CDS_0051)

TemPhD_cluster_24764 30507:1734(+)

anti-termination protein Q-like (CDS_0048)
FS_HP_SDH_sah__SDH_sah (CDS_0049)

TemPhD_cluster_36150 32066:1734(+)

anti-termination protein Q-like (CDS_0049) 50 51 52 DNA methyltransferase (CDS_0053)

TemPhD_cluster_50457 28154:1734(+)

45 46 47 48 DNA methyltransferase (CDS_0049) Rha-like transcriptional regulator (CDS_0053)

uvig_297923 23489:33774(+)

anti-termination protein Q-like (CDS_0040)
41 42 43 DNA methyltransferase (CDS_0044)

uvig_316764 23288:32260(+)

anti-termination protein Q-like (CDS_0040)
41 42 43 DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300045988_171436|3300045988|Ga0495776_113237 44675:54994(+)

anti-termination protein Q-like (CDS_0056)
57 58 59

DNA methyltransferase (CDS_0060)
holin/anti-holin (CDS_0061)

IMGVR_UViG_2540341091_000003|2540341091|2540348122|965747-1008993 33121:43245(+)

49 50 51 52 DNA methyltransferase (CDS_0053) 57

TemPhD_cluster_61432 28366:1734(+)

CDS_0047 CDS_0048 CDS_0049
DNA methyltransferase (CDS_0050)

MGV-GENOME-0291117 24034:34305(+)

anti-termination protein Q-like (CDS_0041) CDS_0042 CDS_0043
DNA methyltransferase (CDS_0044)

TemPhD_cluster_60656 33237:1734(+)

CDS_0049 CDS_0050 CDS_0051
DNA methyltransferase (CDS_0052)

Rz-like spanin (CDS_0055)

MGV-GENOME-0214920 21408:30642(+)

CDS_0036 CDS_0037
DNA methyltransferase (CDS_0038)

IMGVR_UViG_2630968533_000007|2630968533|2631001868|4061249-4104063 32444:42813(+)

CDS_0049 CDS_0050 CDS_0051
DNA methyltransferase (CDS_0052)

IMGVR_UViG_2778261386_000007|2778261386|2778306158|21863-60840 29264:38976(+)

anti-termination protein Q-like (CDS_0043) CDS_0044 CDS_0045
DNA methyltransferase (CDS_0046)

TemPhD_cluster_27600 32497:40773(+)

CDS_0049 CDS_0050

IMGVR_UViG_2909303794_000010|2909303794|2909303794|3923312-3967378 33179:44065(+)

anti-termination protein Q-like (CDS_0051) 52 53 54 DNA methyltransferase (CDS_0055)

TemPhD_cluster_49829 29990:1734(+)

49 50 51 52 53 DNA methyltransferase (CDS_0054)

TemPhD_cluster_49865 30926:40618(+)

CDS_0048 CDS_0049 nucleoid associated protein (CDS_0050)

IMGVR_UViG_2713896905_000008|2713896905|2713927147|84384-126685 33270:42300(+)

CDS_0055 nucleoid associated protein (CDS_0056)

TemPhD_cluster_61123 31271:40312(+)

CDS_0049
nucleoid associated protein (CDS_0050)

nucleoid associated protein (CDS_0051)

IMGVR_UViG_2547132281_000014|2547132281|2547213540|31378-71848 31297:40469(+)

anti-termination protein Q-like (CDS_0050)
FS_HP_SDH_sah__SDH_sah (CDS_0051)

IMGVR_UViG_2718218135_000005|2718218135|2718228660|3619825-3659060 30648:39234(+)

CDS_0047
CDS_0048

TemPhD_cluster_14179 32840:43177(+)

CDS_0047 CDS_0048

uvig_110542 28441:37968(+)

anti-termination protein Q-like (CDS_0045)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0046)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0047)

TemPhD_cluster_27661 30693:1734(+)

anti-termination protein Q-like (CDS_0044)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0045)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0046) CDS_0050

TemPhD_cluster_43250 29535:1734(+)

anti-termination protein Q-like (CDS_0046)
CDS_0047

FS_HsdR_like__DUF6731 (CDS_0048)

TemPhD_cluster_24441 34323:1734(+)

anti-termination protein Q-like (CDS_0050)
CDS_0051

CDS_0052

TemPhD_cluster_42412 31685:1734(+)

anti-termination protein Q-like (CDS_0050)
CDS_0051

CDS_0052

uvig_187304 30808:39448(+)

anti-termination protein Q-like (CDS_0048)
CDS_0049

CDS_0050

TemPhD_cluster_51530 25952:1928(+)

CDS_0043
CDS_0044

CDS_0045 CDS_0046

IMGVR_UViG_2937409586_000004|2937409586|2937409586|702742-747430 35669:44687(+)

CDS_0050 CDS_0051 nucleoid associated protein (CDS_0052)

TemPhD_cluster_42002 31944:1734(+)

anti-termination protein Q-like (CDS_0045) CDS_0046 nucleoid associated protein (CDS_0047)

IMGVR_UViG_3300029671_000217|3300029671|Ga0245181_100038|76282-117700 31511:41417(+)

anti-termination protein Q-like (CDS_0048) CDS_0049 nucleoid associated protein (CDS_0050)

uvig_211706 27087:37487(+)

anti-termination protein Q-like (CDS_0044) CDS_0045 nucleoid associated protein (CDS_0046)

IMGVR_UViG_2563366998_000006|2563366998|2563401158|24168-65210 31559:41041(+)

CDS_0047
nucleoid associated protein (CDS_0048)

transposase (CDS_0049)

TemPhD_cluster_23712_ 30572:1734(+)

CDS_0046 nucleoid associated protein (CDS_0047)

IMGVR_UViG_2554235126_000004|2554235126|2554262831|187829-227456 33233:39626(+)

Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0051)
CDS_0052

TemPhD_cluster_10856 32437:41156(+)

CDS_0050
nucleoid associated protein (CDS_0051)

CDS_0055
CDS_0056

TemPhD_cluster_36480 32159:40445(+)

CDS_0047 nucleoid associated protein (CDS_0048)

TemPhD_cluster_17569 31422:1734(+)

anti-termination protein Q-like (CDS_0045) CDS_0046 nucleoid associated protein (CDS_0047)

TemPhD_cluster_42220 32272:1734(+)

CDS_0048 CDS_0049

IMGVR_UViG_2671181134_000016|2671181134|2671320852|15416-55635 32111:40218(+)

CDS_0047
CDS_0048

CDS_0049

TemPhD_cluster_49778 32761:40894(+)

Kiwa__KwaB_2 (CDS_0051) Kiwa__KwaA (CDS_0052)

MGV-GENOME-0254330 26051:34184(+)

Kiwa__KwaB_2 (CDS_0043) Kiwa__KwaA (CDS_0044)

IMGVR_UViG_2718217897_000001|2718217897|2718228158|1150100-1195365 37560:45264(+)

Kiwa__KwaB_2 (CDS_0057) Kiwa__KwaA (CDS_0058)

TemPhD_cluster_24811 29589:1734(+)

anti-termination protein Q-like (CDS_0047)
Kiwa__KwaB_2 (CDS_0048)

Kiwa__KwaA (CDS_0049)

IMGVR_UViG_2778261153_000009|2778261153|2778285260|32150-73449 33478:41298(+)

Kiwa__KwaB_2 (CDS_0048)
Kiwa__KwaA (CDS_0049) CDS_0052

CDS_0053

IMGVR_UViG_2585427747_000001|2585427747|2585456408 30108:38009(+)

CDS_0047 CDS_0051

IMGVR_UViG_2681813201_000021|2681813201|2681865895|9336-49534 32333:40197(+)

CDS_0051
CDS_0052

CDS_0053

IMGVR_UViG_2579779007_000006|2579779007|2579841316|87555-129373 32827:41817(+)

CDS_0050 CDS_0051 CDS_0052

TemPhD_cluster_32305 33439:1734(+)

CDS_0050 CDS_0051

IMGVR_UViG_2547132254_000004|2547132254|2547204407|29063-73404 36802:44340(+)

CDS_0052
CDS_0053

CDS_0054
Rz-like spanin (CDS_0057)

CDS_0058

TemPhD_cluster_36580_ 29184:40136(+)

anti-termination protein Q-like (CDS_0047)
CDS_0048 CDS_0049

CDS_0054
CDS_0055

TemPhD_cluster_18955 30903:1734(+)

CDS_0049
CDS_0050CDS_0051 CDS_0055

uvig_39627 25353:34401(+)

anti-termination protein Q-like (CDS_0042)

CDS_0043
CDS_0044

CDS_0045

IMGVR_UViG_2571042487_000016|2571042487|2571116320|24073-63829 32402:39755(+)

anti-termination protein Q-like (CDS_0046)

CDS_0047
Thoeris__ThsB_Global (CDS_0048)

CDS_0052 CDS_0053

IMGVR_UViG_2561511241_000001|2561511241|2561542231|293501-334144 32081:40642(+)

CDS_0045
CDS_0046 Thoeris__ThsB_Global (CDS_0047)

IMGVR_UViG_2872169409_000010|2872169409|2872169409|3781053-3822037 31104:40983(+)

primosomal protein (CDS_0044)
47

anti-termination protein Q-like (CDS_0050)
transposase (CDS_0051)

transposase (CDS_0052)
53 FS_HsdR_like__DUF6731 (CDS_0054)

TemPhD_cluster_30070 29885:1734(+)

anti-termination protein Q-like (CDS_0048)
transposase (CDS_0049)

transposase (CDS_0050)
51 FS_HsdR_like__DUF6731 (CDS_0052)

TemPhD_cluster_50155 29883:1734(+)

48

transposase (CDS_0049)
transposase (CDS_0050)

51 52 53

MGV-GENOME-0243078 30429:35662(+)

Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0046) CDS_0050

uvig_287081 24772:34052(+)

41

nucleoid associated protein (CDS_0042)
Rz-like spanin (CDS_0045)

46 47 48 49 50

TemPhD_cluster_50071 33231:3169(+)

portal protein (CDS_0003)transcriptional regulator (CDS_0047) CDS_0050
holin (CDS_0051)

Rz-like spanin (CDS_0053)

CDS_0054

TemPhD_cluster_42669 30971:3169(+)

anti-termination protein Q-like (CDS_0048)
49 50

holin (CDS_0051)
endolysin (CDS_0052)

Rz-like spanin (CDS_0053)

54

uvig_255168 29388:36506(+)

anti-termination protein Q-like (CDS_0043)
CDS_0045

holin (CDS_0046)
endolysin (CDS_0047)

CDS_0049

4000 nt
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