PD-T4-3_PD-T4-3 (CDS_0026)

tail fiber protein (CDS_0022)
baseplate protein (CDS_0020)
baseplate hub (CDS_0017) ‘DNA invertase (CDS_0025)
18 19 I 21 2324 I 27 28 29 30 31 3233deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)

#
4

IMGVR_UViG_2563366992_000001|2563366992]2563400913|62017-103984 12684:27770(+)

PD-T4-3_PD-T4-3 (CDS_0027)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0023) 24 25 28 29

;%

IMGVR_UViG_2537562223 000005|2537562223|2537635946|64297-104718 13303:26587(+)

PD-T4-3_PD-T4-3 (CDS_0026)
DNA invertase (CDS_0025)
transposase (CDS_0027)
tail fiber protein (CDS_0022) 2324 | | 28

!%

IMGVR_UViG_2547132281_000014|2547132281|2547213540|31378-71848 12684:24670(+)

tail fiber assembly protein (CDS_0025)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) PD-T4-3_PD-T4-3 (CDS_0027)
[ DNAinvertase (CDS 0026) 28 29 30 35

IMGVR_UVIG_2547132278_000018|2547132278|2547212733|2-40136 13305:28153(+)

tail fiber assembly protein (CDS_0025)
PD-T4-3__PD-T4-3 (CDS_0027)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0023) | | | 28 29

>
%
I

TemPhD_cluster_36704_ 13305:25261(+)

tail fiber assembly protein (CDS_0024)
short tail fiber protein (CDS_0023)
PD-T4-3_PD-T4-3 (CDS_0027)
tail fiber assembly (CDS_0025)
| DNA invertase (CDS_0026) 28 29

IMGVR_UViG_2585427743_000011|2585427743|2585455556(22426-62029 13305:27622(+)

PD-T4-3_PD-T4-3 (CDS_0027)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0023) 24 25 28 29 35 36

TemPhD_cluster_42669 13305:27570(+)

tail fiber assembly (CDS_0023)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | 2425 [ 27 28

IMGVR_UViG_2802429226_000008|2802429226|2802449947|63082-104205 12685:26189(+)

virion structural protein (CDS_0026)
PD-T4-3_PD-T4-3 (CDS_0028)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0023) 24 25 | | 29 transposase (CDS_0030)

;%

TemPhD_cluster_24764 13305:25535(+)

tail fiber assembly protein (CDS_0025)
PD-T4-3_PD-T4-3 (CDS_0028)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0023) | | 26 | 29 transposase (CDS_0030)

!%

TemPhD_cluster_32964 13305:26487(+)

PD-T4-3_PD-T4-3 (CDS_0027)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0023) | 25 | 28

!%

IMGVR_UViG_2585427764_000009|2585427764]2585459048|12-40562 13213:24633(+)

tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS'0023)
PD-T4-3_PD-T4-3 (CDS_0028)
tail fiber assembly (CDS_0025)
DNA invertase (CDS_0027)
24 | | 29

.
|

TemPhD_cluster_30161 13304:25281(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
PD-T4-3_PD-T4-3 (CDS_0027)
DNA invertase (CDS_0026)
tail fiber assembly (CD5_0024) 28 29 30

TemPhD_cluster_36431 12685:25398(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
PD-T4-3_PD-T4-3 (CDS_0027)
DNA invertase (CDS_0026)
tail fiber assembly (CD5_0024) 28 29

IMGVR_UViG_3300045988_138709|3300045988|Ga0495776_172530 12685:25477(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
PD-T4-3_PD-T4-3 (CDS_0027)
DNA invertase (CDS_0026)
tail fiber assembly (CDS_0024) 28 29 303132 33

uvig_28289 12685:28007(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
PD-T4-3_PD-T4-3 (CDS_0027)
tail fiber assembly (CDS_0024)
| DNA invertase (CDS_0026) 28 29 30

w
-

TemPhD_cluster_24441 12685:29058(+)

tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
PD-T4-3__PD-T4-3 (CDS_0029)
tail fiber assembly (CDS_0025)
NA invertase (CDS_0027)
| 24| 28| 30 31

o
=
4I

|

TemPhD_cluster_42412 13305:26006(+)

tail fiber assembly protein (CDS_0024)
tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
PD-T4-3_PD-T4-3(CDS_0028)
DNA invertase (CDS_0027)
tail fiber assembly (CD5_0025) 29 30 31

TemPhD_cluster_42012 13305:26442(+)

PD-T4-3__PD-T4-3 (CDS_0029)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0028)
26 ‘

tail fiber protein (CDS_0023) | 25 27 303132 33 34 35

;H

IMGVR_UViG_2737471817_000007|2737471817|2737496075|2738-45105 13211:29274(+)

PD-T4-3_PD-T4-3 (CDS_0028)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0023) | 2526 [ | 2930 31 3233 34

IMGVR_UViG_2516143081_000004(2516143081|2516152745[80352-121873 13211:29038(+)
tail fiber assembly protein (CDS_0024)

I Thoeris_ ThsB_Global (CDS_0029)
PD-T4-3_PD-T4-3 (CDS_0028)
tail fiber assembly (CDS_0023)
DNA invertase (CDS_0026) integrase (CDS_0034)
tail fiber protein (CDS_0022) | | 25 [27 | 30 31 32 33 35
DD OO A DO < KK KKK
— —

TemPhD_cluster_23513_ 12684:27416(+)

tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0025)
restriction endonuclease Il (CDS_0030)
PD-T4-3_PD-T4-3 (CDS_0028)
tail fiber assembly (CDS_0023]
DNA invertase (CDS_0026) Retron_IV_2TM (CDS_0031)
"Druantia_ll_DruM (CDS 0029)
|27 | | polymerase (CDS_0032)

tail fiber protein (CDS_0022) ‘

TemPhD_cluster_49218 12685:29119(+)

DNA binding protein (CDS_0025)
short tail fiber protein (CDS_0022) restriction endonuclease |1 (CDS_0028)
PD-T4-3_PD-T4-3 (CDS_0026)
2324  Druantia_ll_DruM (CDS_0027)

—
|
|

{

TemPhD_cluster_ 49770 12685:26345(+)

short tail fiber protein (CDS_0022) restriction endonuclease 11 (CDS_0027)
PD-T4-3__PD-T4-3(CDS_0025)
Druantia_ll__DruM (CDS_0026)

23 24 28

;
-
-

TemPhD_cluster_25898 12763:26248(+)

tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS 0023)
PD-T4-3_PD-T4-3 (CDS_0029)
tail fiber assembly (CDS_0025)
DNA invertase (CDS_0027)
“Druantia_ll_DruM (CDS_0030)
I 28 I restriction endonuclease Il (CDS_0031)

24

TemPhD_cluster_21865 13305:27967(+)

tail fiber assembly protein (CDS_0023)

tail collar fiber protein (CDS_0025)

short tail fiber proteih (CDS0022) restriction endonuclease Il (CDS_0030)
|PD-T4-3_PD-T4-3 (CDS_0028)

tail fiber assembly (CDS_0024)

DNA invertase (CDS_0026)

"Druantia_Il_DruM (CDS_0029)
|27 | | 31 32 33

I I
IMGVR _UViG_2778261274 000007(2778261274|2778295685|34449-78644 12759:29868(+)
short tail fiber protein (CDS_0022)

uvig 297923 12685:19356(+)
short tail fiber protein (CDS_0022)

MGV-GENOME-0224545 12685:19445(+)
short tail fiber protein (CDS_0023)

MGV-GENOME-0237315 13305:19975(+)
short tail fiber protein (CDS_0022)

MGV-GENOME-0232119 12685:19317(+)
short tail fiber protein (CDS_0023)

MGV-GENOME-0291117 13305:20073(+)

tail fiber protein (CDS_0022)
CDS_0023
| | cDs 0024

uvig_332297 12685:21316(+)
tail fiber protein (CDS_0022)

MGV-GENOME-0232591 12685:19513(+)
tail fiber protein (CDS_0023) CDS_0024

MGV-GENOME-0240684 13305:20708(+)

short tail fiber protein (CDS_0022)
glucgsWtransferase (CDS_0024)
CDS_70023 LPS (VF0124) (CDS_0025)

TemPhD_cluster_51098 12685:22926(+)

short tail fiber protein (CDS_0023)
O-acetyltransferase (CDS_0025)
| 24 T 2627

’I

TemPhD_cluster_43367 13383:22597(+)

tail fiber assembly protein (CDS_0024)
tail collar fiber protein (CDS_0026)
DNA invertase (CDS_0027)
23 |25 | | 28

TemPhD_cluster_29934 13211:25805(+)

tail fiber assembly protein (CDS_0024)
short tail fiber protein (CDS_0023)
tail fiber assembly (CDS_0025)
| | T 26 DNAinvertase (CDS_0027)

|%

MGV-GENOME-0277003 13305:22106(+)
CDS_0022

uvig_287081 12685:18012(+)

short tail fiber protein (CDS_0023)
OatA (VF0441) (CDS_0025)
| 24 2627

TemPhD_cluster_37257_ 13305:24877(+)

short tail fiber protein (CDS_0023)
OatA (VF0441) (CDS_0025)
| 24 2627

;I

TemPhD_cluster_61552 13305:23925(+)

tail fiber assembly protein (CDS_0023)
short tail fiber protei?(CDS_OOZZ)
| 24 25 LPS(VF0124) (CDS_0026)

;4

TemPhD_cluster_23704_ 12684:26269(+)

tail fiber assembly ﬂotein (CDS_0023)
short tail fiber protein (CDS_0022)
| 24 25  LPS(VF0124) (CDS_0026)

4
I

TemPhD_cluster_27661 12763:25394(+)

short tail fiber protein (CDS_0022)
transposase (CDS_0026)
23 24 25 27

4I
—

IMGVR_UViG_2563366930_000002|2563366930|2563397352|65819-106829 12763:25633(+)

streptogramin A O-acetyltransferase Vat(A) (NFO00101.1) (CDS_0028)
GtrC-like O-antigen conversion translocase (CDS‘_0025)
short tail fiber protein (CDS_0022) LPS (VF0124) (CDS_0026)

[ 23 24 I 27 | 34 UmuD-like protein (CDS_0035)
P DED—@E—C@— il 4ad—/HOE

uvig_163174 12763:29372(+)

tail fiber assembly protein (CDS_0023)
short tail fiber protein (CDS_0022)
PD-T4-3_PD-T4-3 (CDS_0026)
| 24 25 27

HOI
18-

TemPhD_cluster 43250 12762:24236(+)

GtrC-like O-antigen conversion translocase (CDS_0025)
short tail fiber protein (CDS_0023) GtrA-like O-antigen conversion (CDS_0027)
241PS (VF0124) (CDS_0026)

.
I

TemPhD_cluster_61521 13304:25054(+)

GtrC-like O-antigen conversion translocase (CDS_0024)
GtrA-like O-antigen conversion (CDS_0026)
short tail fiber protein (CDS_'0022)
LPS (VF0124) (CDS_0025) 31
23 | T32

5
8-

TemPhD_cluster 51152 12763:25267(+)

tail fiber assembly protein (CDS_0024)
tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
DNA invertase (CDS_0027)
| 25 | 28 29 30

%4

TemPhD_cluster_11624 13306:26606(+)

tail fiber assembly protein (CDS_0024)
tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
DNA invertase (CDS_0027)
| 25 | 28 29 30

;4

IMGVR_UViG_2563366875_000002|2563366875]2563394662|68623-108852 13306:26770(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
DNA invertase (CDS_0026)
| 24 | 27 28 29

TemPhD_cluster_25950 12763:29178(+)

tail collar fiber protein (CDS_0025)
DNA invertase (CDS_0026)
tail fiber assembly (CD$_0023) Gao_Ppl_PplA (CDS_0028)
tail fiber protein (CDS_0022) | 24 | | 27 29

IMGVR_UViG_2540341091_000003|2540341091|2540348122|965747-1008993 12685:27617(+)

tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
short tail fiber protein (CDS 0022) ~ Gao_Ppl_PplA (CDS_0028)
23| | | 27 29

l%

IMGVR_UViG_2687453530_000005|2687453530|2687454282|3671857-3714607 12685:27360(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) Olokun_OloB (CDS_0028)

| | Olokun_OloA (CDS_0027) 29 30 31
I

TemPhD_cluster_23522_ 12685:28872(+)

tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0025)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) | ~Septu_PtuA (CDS_0028)
23 | Septu’ PtuB(CDS 0027) 29 30

‘ w
-

!4

TemPhD_cluster_61004 12685:26265(+)

tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0024)
| 23] |26 27 28 29

IMGVR_UViG_2579779007_000006|2579779007|2579841316|87555-129373 12684:26294(+)

tail collar fiber protein (CDS_0024)
DNA binding protein (CDS_0026)
short tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0023)
| FS_HsdR like_HdrR (CDS_0027)
NA invertase (CDS_OOZS) 28 29

%
%

IMGVR_UViG_2718218135_000005|2718218135|2718228660|3619825-3659060 12685:26514(+)

tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0023)
DNA invertase (CDS_0025)
tail fiber protein (CDS_0022) | | | DNAbinding protein (CDS_0026)

TemPhD_cluster_26177 12685:23932(+)

tail collar fiber protein (CDS_0025)
DNA invertase (CDS_0026)
short tail fiber protein (CD$_0023) 28
tail fiber assembly (CD$_0024) 27 |29

TemPhD_cluster_49829 13305:24697(+)

tail fiber assembly protein (CDS_0024)
virion structural | protein (CDS_0025)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 23 | | 27 28 29 30 31

‘%

|MGVR?UVi0726309685337000007|26§)968533I2631001868|4061249-4104063 12682:28243(+)

tail fiber assembly gotein (CDS_0025)
short tail fiber protein (CDS_0023)
24| 26 27 28 29

l%

TemPhD_cluster_15711 13211:28758(+)

tail fiber assembly protein (CDS_0025)
tail fiber assembly proTein (CDS_0024)
short tail fiber protein (CDS_0023)
DNA invertase (CDS_0026)
| || T 27 28 29

TemPhD_cluster_32324 13211:27779(+)

tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) | 24 25 26 27 28

TemPhD_cluster_18500 12762:25467(+)

tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0025)
tail fiber assembly (CDS_0023)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | | | 27 28 29

;4{

TemPhD_cluster_24811 12684:25382(+)

tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) | 24 25 26 27 28 29

IMGVR_UViG_2541047817_000001|2541047817|2541173725|51769-93837 12762:26776(+)

tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
tail fiber assembly (CDS_0025)
| 24T |27 28

!%

TemPhD_cluster_18955 13305:25610(+)

tail fiber assembly (CDS_0023)
26

tail fiber protein (CDS_0022) | 2425] 27 28 293031 32 33

i%

IMGVR_UViG_2937409586_000004|2937409586|2937409586|702742-747430 12763:33494(+)

tail fiber assembly protein (CDS_0024)
tail fiber assemnyTCDS_0023)
DNA'invertase (CDS_0025)
tail fiber protein (CDS_0022) | | 26 27 2

o

i

TemPhD_cluster_42002 12763:29769(+)

virion structural protein (CDS_0025)
tail fiber assembly (CDS_0023)

DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | 24 | [ 27 28 29 30ParA-like partition protein (CDS_0031)

TemPhD_cluster_42074 12685:27035(+)

virion structural protein (CDS_0025)
tail fiber protein (CDS_0022) 2324 [26 27 28 29

|MGVR?UVinZé954207327000023|26E42O732I 2695473872|25337-64808 12685:25747(+)

short tail fiber protein (CDS_0022)
tail collar protein (CDS_0025)
| 2324 26 27 28 29

IMGVR_UViG_2690316086_000021|2690316086]2690340433|25337-64808 12685:25747(+)

tail fiber assembly protein (CDS_0025)
virion structuaprotein (CDS_0026)
DNA binding protein (CDS_0027)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS.0023) | | | |28 29 3031 32 33

TemPhD_cluster_18971 13210:24785(+)

tail fiber assembly protein (CDS_0024)
virion structumprotein (CDS_0025)
tail fiber assembly (CDS_0023) ~ PD-T4-3__PD-T4-3 (CDS_0028)
DNA invertase (CDS_0026,
tail fiber protein (CDS_0022) | | | ~[Pif_PifA (CDS_0027) 29 30

;H

TemPhD_cluster_60656 12685:27692(+)

tail fiber assembly protein (CDS_0025)
tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) | | 26 27 28 29 3031

TemPhD_cluster_50229 13304:27201(+)

tail fiber assembly (CDS_0024)
27
tail fiber protein (CDS_0023) | 2526] 28 29 30

;H

IMGVR_UViG_2585427754_000009|2585427754]2585457347(12-41698 13212:25769(+)

tail assembly chaperone (CDS_0024)
short tail fiber protein (CDS_0023)
PD-T4-3_PD-T4-3 (CDS_0026)
OatA (VF0441) (CDS_0025) 27 28

TemPhD_cluster_36512_ 13211:25008(+)

Lail assembly chaperone (CDS_0023)
short tail fiber protein (CDS_0022)

MGV-GENOME-0278822 12685:20327(+)

short tail fiber protein (CDS_0023)
PD-T4-3__PD-T4-3(CDS_0026)
OatA (VF0441) (CDS_0025)
| 24 | 27 transposase (CDS_0028)

=
B-
|

TemPhD_cluster_42250 13211:26800(+)

tail assembly chaperone (CDS_0024)
short tail fiber proteﬁCDS_OOZS)
|PD-T4-3__PD-T4-3 (CDS_0026)
OatA (VF0441) (CDS_.0025) 27 28 29 30

TemPhD_cluster_36150 13211:26527(+)

short tail fiber protein (CDS_0023)
PD-T4-3__PD-T4-3 (CDS_0026)
OatA (VF0441) (CDS_0025)
| 24 | 27

X
-
|

TemPhD_cluster_32300 13211:29470(+)

short tail fiber protein (CDS_0022)  restriction endonuclease 11 (CDS_0027)
PD-T4-3__PD-T4-3 (CDS_0025)
Druantia_ll_DruM (CDS_0026)
Oa‘tA (VF0441) (C DS_O(‘)24) ‘
23

N
©

%
3
I
B

1

TemPhD_cluster_49642 12685:29018(+)

short tail fiber protein (CDS_0022) acetyltransferase (CDS_0027)
PD-T4-3__PD-T4-3 (CDS_0025)
OatA (VF0441) (CDS_0024)
| 23 26 | 28

4
-
0

TemPhD_cluster_17640 12685:27324(+)

tail assembly chaperone (CDS_0024)
PD-T4-3__PD-T4-3 (CDS_0026) Hachiman__HamA_1 (CDS_0034)
short tail fiber protein (CDS_0023) transposase (CDS_0028) Hachiman__ HamB (CDS_0033) Virulence-associated proteins (VF0679) (CDS_0036)
OatA (VF0441) (CDS_0025) 27 29 30 31 32 | 35

%
|
|

IMGVR_UViG_3300045988_171436|3300045988|Ga0495776_113237 13211:41274(+)

virion structural protein (CDS_0025)
short tail fiber protein (CD. ‘_0022)
DNA invertase (CDS_0026)

23
T24

27 28 29 30 ParA-like partition protein (CDS_0031)

! 2

TemPhD_cluster 41821 12685:29144(+)

oxytetracycline resistance phosphoribosyltransferase domain-containing protein Tet(34) (NFO00014.1) (CDS_0025)
short tail fiber protein (CDS_0023) OmpD (VF0969) (CDS_0028)

24 | 26 27 29 30
OO @ - D ETH O -C-aaaE

uvig_586835 13305:29255(+)

oxytetracycline resistance phosphoribosLItransferase domain-containing protein Tet(34) (NFO00014.1) (CDS_0024)
short tail fiber protein (CDS_0022) OmpD (VF0969) (CDS_0027)

T 23 | 25 26 28 29
DD O H OE-C KA

uvig 296177 12685:28349(+)

short tail fiber protein (CDS_0023)
OmpD (VF0969) (CDS_0025) integrase (CDS_0028)
24 26 27 29

i
|

uvig 315873 13305:24528(+)

tail collar fiber protein (CDS_0025)
UmuD-like protein (CDS_0027)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) DNA'polymerase (CDS_0028)
23] | | | 29 30

w
g

=
#

TemPhD_cluster_16872 12685:28781(+)

tail fiber assemblyﬁotein (CDS_0023)
short tail fiber protein (CDS_0022) LPS (VF0124) (CDS_0029)

DNA circularization (CDS_0016) tail protein (CDS_0027)
19 24 2526 | 28 30 31

IMGVR_UViG_2872169409_000010|2872169409/2872169409|3781053-3822037 11404:26503(+)

tail fiber assembly protein (CDS_0023)

short tail fiber proteTn (CDS_0022)
tail fiber assembly (CDS_0024)

‘ " tail protein (CDS_0027)

| 2526 | 28 LPS(VFO124)(CDS 0029)
NC_022749.1 12777:25284(+)

tail fiber assembly protein (CDS_0024)
virion structumprotein (CDS_0025)
PD-T4-3_PD-T4-3(CDS_0028)
tail fiber assembly (CDS_0023]
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | | | [27 | 29 30 31

TemPhD_cluster_32829 12685:27681(+)

tail fiber assembly protein (CDS_0024)
virion structumprotein (CDS_0025)
PD-T4-3_PD-T4-3 (CDS_0027)
tail fiber assembly (CDS_0023]
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) | | | | 28 29 30 Cl-like repressor (CDS_0037)

g%

uvig 323542 12685:26838(+)

tail fiber assembly protein (CDS_0025)
virion structural protein (CDS_0026)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0023) | | | 28 29 30

!

TemPhD_cluster_33025 13211:28750(+)

tail fiber assembly (CDS_0023)
glucosyltransferase (CDS_0024) integrase (CDS_0027)
‘ LPS (VF0124) (CDS_0025) 29
tail fiber protein (CDS_0022) | peptidase (CDS_0026) 28

I8
#

uvig_187304 12685:25109(+)

tail fiber assembly (CDS_0023)

DNA invertase (CDS_0026)
Septu__PtuB (CDS_0027)
Septu_PtuA (CDS_0028)

2425 | 29

tail fiber protein (CDS_0022)

TemPhD_cluster_50071 12685:28693(+)

O-acetyltransferase (CDS_0024)
tail fiber protein (CDS_0022) 23 25 26

§I

IMGVR_UViG_2778261386_000007|2778261386|2778306158|21863-60840 12763:27089(+)

short tail fiber protein (CDS_0022)
23
242526 27 28 29

;#

TemPhD_cluster_50169 12762:27888(+)

tail fiber assembly protein (CDS_0023)
tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS.0022)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
I Septu_PtuA (CDS_0028)
Septu_PtuB(CDS 0027) 29 30 31 32

%%

IMGVR_UViG_2909303794_000010|2909303794/2909303794(3923312-3967378 12684:29000(+)

tail fiber assembly protein (CDS_0024)
DNA invertase (CDS_0026) transposase (CDS_0031)
Dazbog_ DzbA (CDS_0027)
25 28 29 30 32

tail fiber protein (CDS_0022) 23
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TemPhD_cluster_41945 12686:30464(+)

tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0025)
tail collar protein (CDS_0026)
DNA invertase (CDS_0027)
Gao_Ppl_PplA (CDS_0029)
28 30

short tail fiber protein (CDS_0023)
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uvig_577677 13305:24830(+)

O-acetyltransferase (CDS_0024)
short tail fiber protein (CD5_0022) Gao_Ppl__PplA (CDS_0026)
23 I 25 27 28 Hbp (hemoglobin-binding protease) (VF1167) (CDS_0029)
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TemPhD_cluster_47888 13305:34138(+)

tail fiber assembly protein (CDS_0024)
short tail fiber protemc DS_0023)
UmuD-like protein (CDS_0027)
| 25 26 ] 28 29
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TemPhD_cluster_36977_ 13305:23130(+)

short tail fiber protein (CDS_0023)
24 25 2627 28
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TemPhD_cluster_61432 13305:22836(+)

short tail fiber protein (CDS_0022)
2324 25 26
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TemPhD_cluster_51530 12685:22735(+)

short tail fiber protein (CDS_0023)
PD-T4-3__PD-T4-3(CDS_0029)
tail fiber assembly (CDS_0026)
DNA invertase (CDS_0028)

I
DNA inertase (CDS_0024) 31
| T 25 |27 30 [32 33

IMGVR_UViG_2693429774 000011|2693429774|2693473077|100998-141166 13305:25775(+)

tail fiber assemblmotein (CDS_0024)
DNA invertase (CDS_0027)
tail fiber protein (CDS_0023) | 2526 | 28 29 34 36 37
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tail fiber assembly protein (CDS_0024)
PD-T4-3_PD-T4-3 (CDS_0028)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 23 | 25 [Pif_PifA (CDS_0027) 29 34
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TemPhD_cluster_17569 12684:30133(+)

tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS'0022)
PD-T4-3_PD-T4-3(CDS_0027)
DNA invertase (CDS_0026)
2324 | || 28 29 30
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virion structural protein (CDS_0025)
tail fiber assembly (CDS_0023)  PD-T4-3_PD-T4-3 (CDS_0028)

DNA invertase (CDS_0026) excisionase (CDS_0034)
tail fiber protein (CDS_0022) | 24 | ~[Pif_PifA (CDS_0027) 29 30 3132 33 [35 43
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TemPhD_cluster_17579 12685:31268(+)

tail collar fiber protein (CDS_0025)
short tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0024)
NA invertase (CDS_0026)
| 23] | T27
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uvig 56256 12685:23144(+)

tail fiber assembly protein (CDS_0024)
tail collar fiber protein (CDS_0026)
short tail fiber protein (CDS_0023)
tail fiber assembly (CDS_0025)
DNA invertase (CDS_0027)
| 28 33 transcriptional regulator (CDS_0034)
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uvig 115567 13304:24066(+)

short tail fiber protein (CDS_0022)
Borvo_BovA (CDS_0023)
CDS_0024

!I

MGV-GENOME-0227110 12685:23305(+)
short tail fiber protein (CDS_0023) Retron_VI_HTH (CDS_0029)

!

uvig_107601 13305:21689(+)
short tail fiber protein (CDS_0022)

uvig_542358 12763:20734(+)

short tail fiber protein (CDS_0022)
CDS_0027

|

uvig 296769 12685:20532(+)
short tail fiber protein (CDS_0022)

uvig_39286 12685:20651(+)

tail fiber assembly (CDS_0024)
tail fiber protein (CDS_0023) | CDS_0025

uvig_316764 13305:22334(+)

integrase (CDS_0023)
short tail fiber protein (CDS_0022) CDS_0024

MGV-GENOME-0228353 12685:22323(+)

short tail fiber protein (CDS_0023)
CDS_0025
DS_0024

I“%

ivig_1358 13304:20571(+)

short tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0023)
T LPS (VF0124) (CDS_0025)
24 ‘GtrA-like O-antigen conversion (CDS_0026)

uvig 211706 12762:25203(+)

short tail fiber protein (CDS_0023)
tail fiber assembly (CDS_0025)
| 24 26 27 28 2930 31 33 phosphoadenosine phosphosulfate reductase (CDS_0034)
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tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0023)
DNA'invertase (CDS_0026)
tail fiber protein (CDS_0022) | | 25 27 28 29 30 31
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TemPhD_cluster_24554 12685:28909(+)

tail fiber assembly protein (CDS_0023)
excisionase (CDS_0028)
short tail fiber protein (CDS_0022) integrase (CDS'0027)
24 25 26 I 32

MGV-GENOME-0238198 12685:25759(+)
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