
MGV-GENOME-0253791 21361:27045(+)

25 26 27
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29 30 31 32 33 34 35
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29 30 31 32 SspBCDE__SspD (CDS_0033)
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30 31 32 33 34 35 36
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MGV-GENOME-0257018 21165:28026(+)

28 29 30 31 32 33 34 35 36
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MGV-GENOME-0243828 20502:26737(+)
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MGV-GENOME-0244314 20595:26351(+)

29 30 31 32 33 34 35
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30 31 32 33 34 35
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28 29 30 31 32 33 34 35

MGV-GENOME-0246515 21000:26334(+)

29 30 31 32 33 34

MGV-GENOME-0244317 20324:26269(+)

29 30 31 3233 34 35 36
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29 30 31 32 33
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MGV-GENOME-0237032 20468:25226(+)

29 30 31 3233 34 35

MGV-GENOME-0250458 20646:29802(+)

29 30 31 32 33 34 35 36 41

MGV-GENOME-0255951 20305:27115(+)
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CDS_0021 CDS_0022 CDS_0027
SspBCDE__SspD (CDS_0028)

CDS_0031 CDS_0033
HNH endonuclease (CDS_0034)

CDS_0035
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