
MGV-GENOME-0245443 22666:33408(+)

27 28 29 30 31 32 33

protease (CDS_0034)

35
cysH_IV-B_1 (CDS_0036)

DNA methyltransferase (CDS_0037)

38 39
protease (CDS_0040)

41 42 4344 45 46 47 48

MGV-GENOME-0246259 22666:33516(+)

33 35
cysH_IV-B_1 (CDS_0036)

DNA methyltransferase (CDS_0037)

38 39
protease (CDS_0040)

41 42 43

MGV-GENOME-0234422 19587:29780(+)

31 33
DNA methyltransferase (CDS_0034)

35 36 37 38 39 40

uvig_272404 22194:32383(+)

32 33 radical SAM domain protein (CDS_0035)
cysH_IV-B_1 (CDS_0036)

37 38 39
40

41

MGV-GENOME-0238507 22047:30973(+)

CDS_0029 CDS_0032
DNA methyltransferase (CDS_0033)

CDS_0036 CDS_0037
protease (CDS_0038)

CDS_0039

uvig_84886 26310:33019(+)

38 39
protease (CDS_0040)

41 42 43 44

uvig_284811 25211:31635(+)

37 38
protease (CDS_0039)

40 41 42 43

uvig_242463 22006:31418(+)

30 31
SspBCDE__SspD (CDS_0032)

35 36
protease (CDS_0037)

38 39 40 41

IMGVR_UViG_3300045988_159299|3300045988|Ga0495776_017005 26761:33188(+)

39 40
protease (CDS_0041)

42 43 44

MGV-GENOME-0257250 27203:33650(+)

38 39 40
protease (CDS_0041)

42 43

uvig_377810 26059:33570(+)

radical SAM domain protein (CDS_0040)
radical SAM domain protein (CDS_0041)

42 43 44
protease (CDS_0045)

46

HNH endonuclease (CDS_0047)

48 49

IMGVR_UViG_3300035647_000098|3300035647|Ga0134431_00602 26004:33527(+)

39
radical SAM domain protein (CDS_0040)

41 42 43
protease (CDS_0044)

45

HNH endonuclease (CDS_0046)

47 48

uvig_109102 26177:33560(+)

37 cysH_IV-B_1 (CDS_0038) 39 40 41

IMGVR_UViG_3300045988_160632|3300045988|Ga0495776_017749 25805:31690(+)

CDS_0038 CDS_0039 CDS_0040

IMGVR_UViG_3300045988_167799|3300045988|Ga0495776_014243 25503:32343(+)

cysH_IV-B_1 (CDS_0037)
38 39 40 41 42

uvig_76127 25503:32380(+)

cysH_IV-B_1 (CDS_0037)
38 39 40 41

MGV-GENOME-0246515 25472:32103(+)

37 38 39 40 41 42

MGV-GENOME-0243828 25887:32035(+)

36 37 38 39 40 41

uvig_514720 24995:31224(+)

40 41 42
protease (CDS_0043)

44 45

MGV-GENOME-0237032 24376:30666(+)

38 39 40
protease (CDS_0041)

42 43

MGV-GENOME-0255951 26253:32570(+)

38 39 40 41 42 43 44

uvig_547436 26225:32558(+)

38 39
protease (CDS_0040)

4142 43 44

MGV-GENOME-0249319 26086:32469(+)

38 39
protease (CDS_0040)

41 42 43

MGV-GENOME-0244935 25419:31869(+)

39 40 41 42 43 44

MGV-GENOME-0244317 25419:31778(+)

39 40 41 42 43 44

uvig_271048 25424:31501(+)

37
HNH endonuclease (CDS_0038)

protease (CDS_0039)

4041

MGV-GENOME-0242262 21692:30381(+)

HP-NAP (VF0052) (CDS_0026)
29 34

HNH endonuclease (CDS_0035)
protease (CDS_0036)

3738

MGV-GENOME-0246498 25736:31941(+)

37 38 39
protease (CDS_0040)

41

MGV-GENOME-0253791 23160:33735(+)

34 35
radical SAM domain protein (CDS_0038)

39 40 41

protease (CDS_0042)

43
44

45 46

uvig_301976 26400:33549(+)

39 40 41 42 43 44 49 50

MGV-GENOME-0251038 22499:33847(+)

29
HNH endonuclease (CDS_0031)

32 34

radical SAM domain protein (CDS_0036)
DNA methyltransferase (CDS_0037)

38 39
protease (CDS_0040)

41 42 43 44

MGV-GENOME-0250746 25490:32203(+)

39 40
protease (CDS_0041)

42 43 44 45 50

MGV-GENOME-0236940 25892:32076(+)

CDS_0039 CDS_0040
protease (CDS_0041)

CDS_0042

uvig_214237 26290:33045(+)

40 41

protease (CDS_0042)

43
44

45

MGV-GENOME-0236353 25778:31962(+)

CDS_0039 CDS_0040
protease (CDS_0041)

CDS_0042

uvig_79666 26491:33217(+)

37 38
protease (CDS_0039)

4041 42 43

MGV-GENOME-0244314 25501:32211(+)

38 39
protease (CDS_0040)

4142 43 44

MGV-GENOME-0244976 22424:31629(+)

31 32 36 37
protease (CDS_0038)

39 40 41 42

uvig_263702 22424:31599(+)

32 36 37
protease (CDS_0038)

39 40 41 42

uvig_266197 22103:31436(+)

31 35 36
protease (CDS_0037)

38 39 40 41

MGV-GENOME-0250225 26275:34472(+)

Druantia_II__DruM (CDS_0038)
cysH_IV-B_1 (CDS_0039)

40 41
protease (CDS_0042)

43

MGV-GENOME-0237239 21157:30144(+)

24 27 31 32 33
HNH endonuclease (CDS_0034)

35

uvig_290477 25935:32494(+)

39 40
protease (CDS_0041)

42 43 44 45

uvig_245519 26432:32377(+)

38 39 40 41 42 43

Ma_2019_SRR413767_NODE_561_length_36320_cov_9.554557 21683:31692(+)

33 34 35 36 37 3839 40 41

uvig_332242 21683:30847(+)

33 34 35 3637 38 39

SAMN11893709_a1_ct5128 22491:31034(+)

36 37
HNH endonuclease (CDS_0038)

3940 41

uvig_523320 22734:31782(+)

30 31 34 36 37 38
protease (CDS_0039)

40 41 42 43

4000 nt

DNA, RNA and nucleotide metabolism other unknown function Defence Virulence


