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SRR7892455_NODE_12_length_34546_cov_112.664463 23361:28525(+)

HNH endonuclease (CDS_0037) CDS_0049
CDS_0036 \ CDS_0041 CDS_0047 CDS_0048
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SAMNO9781707_al_ct72109_vs1 23332:30421(+)

CDS_0044 CDS_0045 CDS_0050
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SAMNO9781764 _al_ct110828_vs1 24259:30607(+)

restriction endonuclease (CDS_0036) DNA polymerase (CDS_0038) CDS_0043
DNA polymerase (CDS_0037) CDS_0044 CDS_0045
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uvig_590222 24154:31303(+)
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DNA, RNA and nucleotide metabolism unknown function



