Reverse transcriptase (CDS_0027)
endolysin (CDS_0022) tail protein (CDS_0026)| CDS_0028

CDS_0031 CDS_0024 CDS_0030 CDS_0032
CDS_0018 CDS.0019 CDS_ 0020 | CDS_0023CDS_0025 DS_0029] CDS_0031]

uvig 163331 16114:30841(+)
tail protein (CDS_0025)

| ) W, DI - OIS DD

MGV-GENOME-0365987 16114:31093(+)

CDS_0025 CDS_0032
IMGVR_UViG_3300045988_039476|3300045988|Ga0495776_011711 18676:33423(+)
CDS_0025
CDS_0020 CDS 0024 |

| ) 010 DD - O DD

IMGVR_UViG_3300045988_066448|3300045988|Ga0495776_075655 17397:32363(+)

CDS_0025 CDS_0030 virion structural protein (CDS_0033)
uvig 112040 17952:32302(+)
CDS_0015 CDS_0016 CDS_0023 CDS_0024
IMGVR_UViG_3300045988_058555|3300045988|Ga0495776_075840 14770:32451(+)
tail protein (CDS_0025) CDS_0029 CDS_0031

IMGVR_UViG_3300045988_065180|3300045988|Ga0495776_075995 17251:30335(+)

RT_III-AM_11-B_2 (CDS_0024)
tail fiber protein (CDS_0022) CDS_0027

| ) O DL e I L) I N

uvig 454713 15808:30675(+)

RT_II-AM_III-B_2 (CDS_0023)

| ) O/ DL e 0 N R I s B,

uvig 455481 15753:31446(+)

RT_III-AM_11I-B_2 (CDS_0025)

CDS_0024
uvig 542887 16010:31579(+)
CDS_0024
IMGVR_UViG_3300045988_048530|3300045988|Ga0495776_143054 16010:30729(+)
CDS_0017 tail protein (CDS_0023) CDS_0024

MGV-GENOME-0365429 17573:31398(+)

tail fiber protein (CDS_0024) CDS_0025

| ! OO PEE{OE DO

IMGVR_UViG_3300029137_000036|3300029137|Ga0168731_100157 17669:31221(+)

CDS_0016 tail protein (CDS_0023) CDS_0024

[ 2 ) ) I N, v N N I T, B I s

IMGVR_UViG_3300045988_056903|3300045988|Ga0495776_000516 14794:31222(+)
RT_I1I-AM_III-B_2 (CDS_0028)

/D, e ) B N o e N N, 0 B I, B

MGV-GENOME-0367078 23059:34513(+)
RT_III-AM_III-B_2 (CDS_0028)

0 L OO DO

uvig 420771 23244:34614(+)

RT_III-AM_III-B_2 (CDS_0026) CDS_0030

| ) DD T O DD

uvig 196303 17504:30964(+)

tail protein (CDS_0025) CDS_0027
CDsS_0021 CDS_0026 CDS_0028

) =0 DESEE-{EOEY D

IMGVR_UViG_3300045988_037708|3300045988|Ga0495776_012341 17645:33063(+)

CDS_0025 CDS_0027
CDS_0026 CDS_0028

) 00 VI B ey = O T, O B I, D

MGV-GENOME-0365236 17645:33063(+)

RT_III-AM_III-B_2 (CDS_0024)  CDS_0029
CDS_0027 | CDS_0030

| ) 00 DI DN

IMGVR_UViG_3300045988_066407|3300045988|Ga0495776_000013 17691:31508(+)

CDS_0019 CDS_0021 CDS_0026 RT_III-AM_I1I-B_2 (CDS_0028)

| L D10 DO e I N, e )

IMGVR_UViG_3300029692_000004|3300029692|Ga0245170_100203 16708:30438(+)

CDS_0054
MGV-GENOME-0350742 56028:70596(-)
CDS_0014 CDS_0022 CDS_0024
IMGVR _UViG_3300045988 043582|3300045988|Ga0495776_000052 13004:27883(+)
CDS_0014 CDS_0021
MGV-GENOME-0364729 13917:28731(+)
CDS_0021
IMGVR _UViG_3300045988 041107|3300045988|Ga0495776_000147 13917:28731(+)
CDS_0021
CDS_0020
uvig 435130_ 13910:29823(+)
CDS_0021
CDS_0020 T tail fiber protein (CDS_0022)
uvig 251238 12431:28428(+)
CDS_0024
CDS_0023 Ttail fiber protein (CDS_0025) CDS_0031

O Y ) ), DD B W, W, B

uvig_9404 14913:32553(+)

HNH endonuclease (CDS_0031)
CDS_0025 tail fiber protein (CDS_0026)

Ol i ) E—D— - O HD

uvig_430680 14150:31258(+)

CDS_0024 tail fiber protein (CDS_0025)

Ol w0 ) E—D— -0 a0 0 G

uvig 429148 14095:31203(+)

CDS_0022 CDS_0023 CDS_0024 CDS_0027 HNH endonuclease (CDS_0029)

O i ) OO DD EDE

MGV-GENOME-0361949 13064:30667(+)

CDS_0016 CDS_0019
MGV-GENOME-0353488 6415:25013(+)
CDS_0028
tail fiber protein (CDS_0023) CDS_0027 CDS_0029

O Ul ) BB — {0 { X 1D

MGV-GENOME-0365843 16960:34959(+)

CDS_0024 CDS_0025 tail protein (CDS_0026)

Ol i ) /0 A — - D

MGV-GENOME-0366806 15917:34430(+)

CDS_0026  CDS_0027  RT_III-AM_III-B_2 (CDS_0029)

Ol i ) 0D D - D D

MGV-GENOME-0365000 16906:32452(+)

CDS_0024 CDS_0026 CDS_0027

Ol i ) OO o - D)

IMGVR_UViG_3300045988_043601|3300045988|Ga0495776_012410 14536:30975(+)
CDS_0022 CDS_0023

O i ) OO — D - HOED{){TDE

IMGVR_UViG_3300045988_039405|3300045988|Ga0495776_142995 14344:31122(+)

tail fiber protein (CDS_0026)

CDS_0025
CDS.0023  CDS_0024 |
i ) ) OO OH—PE 1 HE O XD
uvig 290433 14556:33709(+)
CDS_0022
CDS_0021 Ttail fiber protein (CDS_0023)
i D ) /0 D - O D

IMGVR_UViG_3300045988_035892|3300045988|Ga0495776_011703 15379:33722(+)

21 22 23 24tail protein (CDS_0025)

O Ul ) ) I, I, D oy W) O o IS 0 B B, I,

MGV-GENOME-0367300 14813:34260(+)

tail fiber protein (CDS_0024)

CDS_0023
CDS 0021  CDS_0022 |
O w0 ) OOBETTTTO— ST OO D
uvig 146786 14813:34161(+)
CDS_0022
D U ) OO0 T D

MGV-GENOME-0365155 14404:30578(+)
CDS_0022 tail protein (CDS_0023)

O D ) U0 I, e I W, N,

MGV-GENOME-0365756 15091:32895(+)

CDS_0023
CDS_OO22T tail fiber protein (CDS_0024)
uvig 253210 14503:32234(+)
CDS_0023
CDS_0021 CDS_0022 | tail protein (CDS_0024)
MGV-GENOME-0366647 14496:33203(+)
CDS_0023
CDS_0021 CDS_0022 ] tail fiber protein (CDS_0024)
IMGVR _UViG_3300045988 045137|3300045988|Ga0495776_011615 14868:34202(+)
CDS_0024
CDS_0022 CD570023T tail protein (CDS_0025)

MGV-GENOME-0366217 14390:31707(+)

CDS_0023 tail protein (CDS_0025)
CDS_0022 EDSLOO§4

O Ul ) ) I/ R ) R N e B N,

MGV-GENOME-0364710 14335:31211(+)

tail protein (CDS_0026)
CDS_0024
CDS_0023 CDS_0025

MGV-GENOME-0364421 14168:30626(+)

tail fiber protein (CDS_0025)
CDS 0023
CDS_0022 CDS_0024
B D ) 00D DDED — OO

uvig 237585 14919:31169(+)

CDS_0026
CDS_0024 CDS_OOZBT tail protein (CDS_0027)

O Dl ) N, ) DED - OO DD

MGV-GENOME-0367231 14954:34074(+)

CDS_0023
CDS.0022 | tailfiber protein (CDS_0024)
IMGVR_UVIG_3300045988 056925|3300045988|Ga0495776 037736 14502:31963(+)
CDS_0023
CDS.0022 | tail protein (CDS_0024)
MGV-GENOME-0365503 14502:31963(+)
CDS_0022
CDS_0021 T tail fiber protein (CDS_0023)
uvig 245615 13131:30137(+)
CDS_0023
CDS_0021 CDS_0022 tail fiber protein (CDS_0024)
uvig 225428 13569:30048(+)
CDS_0023
CDS 0024
CDS 0021 CDS_0022
uvig 470362 12191:28461(+)
tail protein (CDS_0024)
CDS_0023
CDS_ 0016 CDS 0017 CDS 0021  CDS 0022 |

pEETTTTN O BB —E OO

MGV-GENOME-0363780 14320:29794(+)

CDS_0025
CDS_0019 CDS_0020 CDS_0023 CDS?OO24T@S?0026
Ma_2019_SRR413725_NODE_74 length_100325_cov_4.184163 14319:31480(+)
CDS_0024

CDS 0022 CDS_0023 | CDS 0025

O 0l ) O ) DO O

MGV-GENOME-0350033 14319:31422(+)

CDS_0024
CDS_0022 CDS_0023 | CDS_0025
i D ) 0D ) PO 1o
uvig 133431 14050:30941(+)
CDS_0024
CDS_0022CDS_0023 | CDS_0025
i D ) 0D O O

MGV-GENOME-0365867 14050:30913(+)
tail protein (CDS_0023)

O Y ) hoO——— 4 O Db

IMGVR_UViG_3300045988_051502|3300045988|Ga0495776_011481 13645:31766(+)

CDS_0022 tail protein (CDS_0023)

O i ) O—LODED-{ - D

MGV-GENOME-0364653 15142:31018(+)

22 23 24 25tail protein (CDS_0026)

O Y ) O—OD ) DED OO

MGV-GENOME-0365895 14336:31238(+)

22 23 24 25tail protein (CDS_0026)
MGV-GENOME-0365927 14336:31337(+)
CDS_0024

CD57002737 tail fiber protein (CDS_0025)

[0 o OTEESTTD{ OO D

uvig 119070 14461:30001(+)

CDS_0024
CDS_0023 tail fiber protein (CDS_0025)

O Dl ) E—/TOEIECD{ O DD

IMGVR_UViG_3300029050_000002|3300029050|Ga0169629_100139 15039:31850(+)

CDS_0021
| cDs_0022
IMGVR_UViG_3300045988_047003|3300045988|Ga0495776_000483 12904:28920(+)
CDS_0021
| CDS 0022  tail protein (CDS_0024)
MGV-GENOME-0364096 12904:28920(+)
CDS_ 0019  CDS_ 0021 CDS_0025

O 0l ) E—D——00 )

IMGVR_UViG_3300045988_041100|3300045988|Ga0495776_037799 14176:28687(+)

CDS_0021 CDS_0026
MGV-GENOME-0362472 13045:27487(+)
CDS_0022
T cps 0024
MGV-GENOME-0365787 15001:29040(+)
CDS_0023

uvig 336172 14687:29042(+)

CDS 0024  CDS_0025

[ D ! EHED— T TS

IMGVR_UViG_3300045988_045444|3300045988|Ga0495776_005228 14797:30691(+)

CDS_0021

O U ) 10— {0

IMGVR_UViG_3300045988 039396|3300045988|Ga0495776_000408 13389:28606(+)
CDS_0021 CDS_0022

Ol U ) OO0 T HOEO

uvig 247677 15453:31415(+)

CDS_0021
vig 291101 14870:29474(+)
CDS 0022
CDS_0021

O Ul ) EOEDDI D N D

MGV-GENOME-0364470 14129:30189(+)

CDS_0022
B y y D0 DL b I D, I
IMGVR_UViG_3300045988 056978|3300045988|Ga0495776_000519 12934:27732(+)
CDS_0022
CDS.0021 | CDS 0023
B y ) /0 DI s D B
uvig 242756 14335:30199(+)
CDS_0021
i D i 00 DL 1 OO

MGV-GENOME-0366066 14958:30804(+)
CDS_0020 CDS_0022

0 Ul ) )l DL - -

MGV-GENOME-0318930 13923:29585(+)

CDS_0022

O U ) O DL - HEEOE

uvig 516305 14501:30216(+)

CDS_0024 CDS_0031

O 0 ) -0 E{ o HD

uvig_304555 14807:30382(+)

CDS_0021 CDS_0022

Ol U ) 00 Y, - O

IMGVR_UViG_3300045988_037598|3300045988|Ga0495776_011560 14956:30848(+)

CDS_0021
i D ) DD -+ H o
uvig 360030 14186:28588(+)

CDS.0015 CDS_0022
| 0 ) DD 1 H
uvig 361177 14500:28643(+)

CDS_0021

i D i 00D DL - HOEO

Ma_2019_SRR341648 NODE_48_length_108038_cov_6.180741 14382:30510(+)

CDS_0021

O 0l ) OB { O

MGV-GENOME-0366891 14382:30166(+)

CDS_0021 CDS_0022

O U ) —0D DL - O

IMGVR_UViG_3300029523 000003|3300029523|Ga0244821_100209 15453:30884(+)
CDS_0022 CDS_0026

O iy ) ) o We B, B,

MGV-GENOME-0363985 13626:27058(+)

CDS_0022
20 oy ) OO D - 1
MGV-GENOME-0366875 14921:30770(+)
CDS_0020

CDS_0019
20 0O ! OO L - D
MGV-GENOME-0365317 13625:29664(+)

CDS_0020
0 b ) OO0 T -{  HO

IMGVR_UViG_3300029611_000003|3300029611|Ga0245149_100200 12852:27390(+)

CDS_0021

0 Y X O DL —1

MGV-GENOME-0365707 14043:29362(+)

CDS_0021
20 U ) -0 VI —
uvig 177404 14585:29678(+)

CDS_0022

| cps 0023
20 O a OO D - -
MGV-GENOME-0366792 13937:29875(+)

CDS_0022
CDS_0021

0 Ul ) M DL - HEED

IMGVR_UViG_3300045988_042059|3300045988|Ga0495776_011458 15029:31024(+)

CDS_0023
CDS_0020 | cps_0024

0 b L OO DL - RS
IMGVR_UVIG_3300045988 051517|3300045988|Ga0495776_075752 13937:29883(+)

CDS_0021 RT_III-AM_|1I-B_2 (CDS_0027)
0O y ) L0 DL el
IMGVR _UViG_3300045988 035945|3300045988|Ga0495776_000543 12903:28941(+)

CDS_0021
0 D ) ) ) DL ale I

uvig 107679 12903:28941(+)

CDS_0020 CDS_0021

0 Ul ) OO0 DL - D

MGV-GENOME-0367107 13912:30007(+)

CDS_0019
L0 D ) OO0 DL 1 D
uvig 72462 12074:28120(+)
CDS_0014 tail fiber protein (CDS_0020) CDS_0021
A0 Dl ) OO oL 1

MGV-GENOME-0364776 15527:32321(+)

CDS_0018 CDS_0019

OO0 U ) D— L 1D

uvig 245272 12687:29769(+)

CDS_0020
| cpbs 0021

0 7 ) OO DL - D

MGV-GENOME-0366789 13902:29949(+)

CDS_0019
0 b ) ) v DL - RS
MGV-GENOME-0364921 12010:28049(+)
CDS_0021

CDS_0020
L0 bl ) OO YOL O
MGV-GENOME-0363798 13320:29316(+)

CDS_0021

0 bl ) OO DL 1 HE
IMGVR _UViG_3300045988_048520[3300045988|Ga0495776_037572 13909:29608(+)

CDS_0020

| cps_0021
DD b ) OO DL - D
IMGVR_UViG_3300045988_048516|3300045988|Ga0495776_075714 14013:30057(+)
CDS_0021
| cps.0022

L0 b ) -0 DL - 1o
uvig 116487 15029:30894(+)

CDS_0020
0 b ) 0 DL -
IMGVR _UViG_3300045988_050960[3300045988|Ga0495776_011455 13897:30032(+)

CDS_0022
CDS_0021

DD b ) OO DL - D

IMGVR_UViG_3300045988_039346|3300045988|Ga0495776_075659 14638:30261(+)
CDS_0019 CDS_0021

0 . I DL -

IMGVR_UViG_3300045988_041019|3300045988|Ga0495776_056781 13878:28891(+)

CDS_0021
L0 b ) D e DL 1 D
MGV-GENOME-0365859 13878:28891(+)

CDS_0020
DD b ) -0 DL - 1D
IMGVR UVIG 3300045988 067903|3300045988|Ga0495776 011907 12847:29156(+)

CDS_0021

L0 b ) OO DL g B D

uvig 66396 14563:30602(+)
CDS_0020CDS_0022

[0 D ) OO D - {5

IMGVR_UViG_3300045988_053700|3300045988|Ga0495776_000163 14595:29958(+)

CDS_0021

0 i ) I o I, ) D D B I B

MGV-GENOME-0364144 14595:29261(+)

CDS_0022
uvig 95275 15506:31220(+)
CDS_0019

Iy, i ) 2P0 /I e e I

MGV-GENOME-0343168 12656:28364(+)

CDS_0020
IMGVR_UVIG_3300045988 039339|3300045988|Ga0495776 011688 13878:29615(+)
CDS_0020
MGV-GENOME-0365248 13620:29292(+)
CDS_0021 CDS_0027
IMGVR_UVIG_3300045988 050104|3300045988|Ga0495776_000387 13363:27791(+)
CDS_0022

IMGVR_UViG_3300045988_087701|3300045988|Ga0495776_012245 13770:29507(+)

CDS_0022

0 . ) OO L - 10

MGV-GENOME-0362553 14654:30683(+)

CDS_0021
L0 b ) OO0 DL - D
MGV-GENOME-0366818 14017:30035(+)

CDS_0023
i D ) ) o I VD - PO
MGV-GENOME-0365954 14436:29870(+)

CDS_0022
B D i /0B E{ HEo
MGV-GENOME-0362850 13652:28233(+)

CDS_0020

DD b ) D 01 D

uvig 93228 13365:27937(+)
CDS_0020 CDS_0021

Ol i ) O—ODESN - -

MGV-GENOME-0364320 14179:28892(+)

CDS_0020 CDS_0021

O i ) O—DODEDN {0

IMGVR_UVIG_3300045988 041101|3300045988|Ga0495776_143003 14179:28892(+)
CDS_0023CDS_0025

wy, 2 ) DO B

MGV-GENOME-0363884 14350:28940(+)

CDS_0021
B D y I e I DO 1 HOEOED
MGV-GENOME-0365483 12404:28072(+)

CDS_0024

i D ) OO 1
uvig 523689 15156:29762(+)

CDS_0022
B D i D——/0 DL 1 O
IMGVR_UVIG_3300045988_037698|3300045988|Ga0495776_011731 15119:30988(+)

CDS_0021
i ) ) 00D L - O
MGV-GENOME-0342130 14382:30222(+)

CDS_0021
B D ) o—A DL o BN BV,
IMGVR_UVIG_3300045988_045113|3300045988|Ga0495776_143163 15405:31512(+)

CDS_0021
i W ) Yl DL 1 OO

IMGVR_UViG_3300029220_000001|3300029220|Ga0168707_100082 14363:30208(+)

CDS_0021

O Y ) 0O DL - A

IMGVR_UViG_3300045988_056926|3300045988|Ga0495776_005151 14366:30249(+)

CDS_0022

O i ) O—/0 DL - HEOEOED
MGV-GENOME-0366218 14493:30628(+)

CDS_0022
Ol i ) )l DL - O
IMGVR_UViG_3300029464_000003|3300029464|Ga0244165_100095 15141:30770(+)

CDS_0022
O 0 ) )l DA - O

uvig 233077 15141:30900(+)
CDS_0024 CDS_0025

Ol i ) OODETOEDN -

IMGVR_UViG_3300045988_030079|3300045988|Ga0495776_075764 15163:31443(+)

CDS_0023 CDS 0024

O Y ) PUOEE—/] 0 {

MGV-GENOME-0365907 13643:29454(+)

CDS_0020 CDS_0022

O i ) -0 DL — O

IMGVR_UViG_3300045988_032572|3300045988|Ga0495776_005233 14850:30749(+)
CDS_0023 CDS_0027

O Y ) DA 2 SIS )

uvig 304704 15496:31359(+)

CDS_0021

O i ) D 2 - O

IMGVR_UViG_3300045988_048604|3300045988|Ga0495776 011899 13111:29078(+)

tail fiber protein (CDS_0023)
CD5700§2
CDS_0021 |

O i ) E-O—-HETD{  HEED {0

uvig 66818 14862:31818(+)

tail fiber protein (CDS_0023)

CDS_0022
CDS_0021 |
uvig 79584 14823:30998(+)
24 25 26 27 28

wy, 2 ) E—OEEESETD T X D

MGV-GENOME-0366281 16157:33403(+)

CDS 0021
| cDs.0022

IMGVR_UViG_3300045988_039424(3300045988|Ga0495776_012448 12420:28261(+)

CDS_0022
MGV-GENOME-0364647 13901:28696(+)

CDS_0022
MGV-GENOME-0365713 14507:30404(+)
CDS_0023

MGV-GENOME-0365539 13910:29860(+)

endolysin (CDS_0022)
CDS_0021 CDS_0023

e, 2 ) 20 A DL - IO

IMGVR_UViG_3300045988_049961|3300045988|Ga0495776_005205 14731:32461(+)

CDS_0022 CDS_0023

O U ) DD L e N0 N

uvig 238443 13717:29617(+)

CDS_0023 CDS_0024

Ol i ) DN D - 1O

uvig 241112 15086:30924(+)

CDS_0021
IMGVR_UVIG_3300045988 048059|3300045988|Ga0495776 000226 12743:28786(+)
CDS_0022
IMGVR UVIG_3300045988 042055|3300045988|Ga0495776 012041 14146:29308(+)
CDS_0023
CDS 0022]  CDS_0026
vig 327605 14496:28396(+)
CDS 0022
MGV-GENOME-0365065 14388:28278(+)
CDS_0023 CDS5_0026

MGV-GENOME-0365432 15424:29056(+)

RT_III-AM_III-B_2 (CDS_0025)
CDS_0021 CDS_0026

O Y ) 00 DL - OO

uvig 257270 14368:30286(+)

CDS_0027
CDS_0024 | CDS_0028
uvig 213581 14727:27646(+)
CDS_0019
CDS_ 0017 CDS 0018 CDS_0022
uvig_294651 11867:28419(+)
CDS_0019
CDS_0017 CDS 0018
MGV-GENOME-0363528 11867:28563(+)
CDS_0022
CDS_0021 | tail fiber protein (CDS_0023) CDS_0028
uvig_480276 14335:30336(+)
CDS_0022
‘| cps_0023

O Y ) E—0PA DL - DD

MGV-GENOME-0348989 14770:31425(+)

CDS_0023 CDS_0024

O i ) - DDOI - b

IMGVR_UViG_3300045988_061451|3300045988|Ga0495776_076123 14961:30574(+)

CDS_0025
CDS_0024 | tail protein (CDS_0026)
MGV-GENOME-0366387 15236:32617(+)
CDS_0017
'] cDs_0018 CDS_ 0020  CDS.0023 CDS.0024

[ DA ) —O0 DL - O

MGV-GENOME-0367380 15255:30813(+)

CDS_0022 CDS_0023

O i ) —E Y, - O

IMGVR_UViG_3300045988_051457|3300045988|Ga0495776_005281 14941:30854(+)

CDS_0023
| cDs_0024

O U ) —-DHEED I -0 DT

IMGVR_UViG_3300045988_053617|3300045988|Ga0495776_012096 14520:30835(+)

CDS_0023
| cps 0024

O 0l ) —O-DHEEDN T { o0

uvig 540129 14520:31048(+)

CDS_0024
CDS_0021 | CDS 0025

Ol w0 ) L OOHEPL D {0

IMGVR_UViG_3300045988_039431|3300045988|Ga0495776_000201 14104:29291(+)

CDS_0023 CDS_0024

[ i ) OO DL - HEEOD{D

MGV-GENOME-0365782 14682:30580(+)

CDS_0023

[ o DD - o

MGV-GENOME-0364282 14233:28700(+)

CDS_0022

D0 1 OO O o

MGV-GENOME-4433445 13919:26856(+)

CDS_0025

Ol b ) E-DEEEON O———D{0ED

IMGVR_UViG_3300045988_059949|3300045988|Ga0495776_012006 15177:29734(+)

tail fiber protein (CDS_0023)

CDS_0022
A0 b D 00 DL e
MGV-GENOME-4434078 15289:31100(+)
CDS_0017 CDS_0020

i D D— OO DI D D
uvig 22734 12952:27821(+)

CDS_0012 CDS_0019
O 0 Ul ) OO DI - 1D
IMGVR _UViG_3300045988 062716|3300045988|Ga0495776_037760 11319:27864(+)

CDS_0021

A OO b ) OO DL - D

IMGVR_UViG_3300045988_037612|3300045988|Ga0495776_005254 13883:30963(+)

CDS_0020

O o O+ D0 OO D

uvig 168812 14191:29502(+)

CDS_0024
B y ) ) I i DL o B D B
uvig 568992 15923:31400(+)
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