
IMGVR_UViG_3300029589_000148|3300029589|Ga0245106_100801 14943:31595(+)

18

holin (CDS_0019)
endolysin (CDS_0020)

21

Retron_VI__HTH (CDS_0022)

23 24 25 26
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0027)

28 29 30 31 32 33
CBASS__Cyclase_II (CDS_0034)

CBASS__2TM_Gros (CDS_0035)36 37 38 39
40

41

MGV-GENOME-0248887 14943:25572(+)

23 24 25 26
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0027)

28 29 30

MGV-GENOME-0205980 14943:19898(+)

CDS_0023
CDS_0024

CDS_0028 CDS_0029

IMGVR_UViG_3300045988_152429|3300045988|Ga0495776_118714 14556:21611(+)

CDS_0017 CDS_0022 CDS_0023

uvig_140774 14944:31643(+)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0023)
24 25 26 27 28 29 30 31 32 33 34 35 36 37

SAMEA2737756_b1_ct7_vs2 14944:30550(+)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0023)
24 25 26 27 28 29 30 31 32 33 34

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function Defence AMR


