
MGV-GENOME-0094448 242:3110(+)

CDS_0001
CDS_0002

CDS_0003
CDS_0004 CDS_0005 CDS_0006

SAMN05414964_a1_ct281199_vs1 11845:14710(-)

CDS_0021

MGV-GENOME-0091990 207:3110(+)

CDS_0001

MGV-GENOME-0095847 12204:15082(-)

CDS_0020

uvig_412475 214:4663(+)

CDS_0002 CDS_0004 CDS_0009

MGV-GENOME-0090740 10340:14789(-)

CDS_0019

MGV-GENOME-0090605 290:4536(+)

CDS_0001

SAMEA2580068_a1_ct36088_vs1 533:8397(+)

CDS_0005 CDS_0008 CDS_0009 CDS_0010

MGV-GENOME-0090536 7147:14914(-)

CDS_0016

MGV-GENOME-0099860 12321:15277(-)

CDS_0015CDS_0019

MGV-GENOME-0094353 196:3338(+)

CDS_0001

MGV-GENOME-0084309 2:4085(+)

CDS_0002

uvig_151253 10354:14472(-)

CDS_0017

uvig_264279 1:3114(+)

CDS_0001

uvig_70683 11754:14898(-)

CDS_0019

uvig_368464 104:2968(+)

CDS_0001

MGV-GENOME-0080145 10971:13835(-)

CDS_0016

MGV-GENOME-0089183 3:3067(+)

CDS_0001
CDS_0002

MGV-GENOME-0095455 10731:14855(-)

CDS_0017

MGV-GENOME-0085802 434:4555(+)

CDS_0003

MGV-GENOME-0090191 1:3213(+)

CDS_0001
CDS_0002

uvig_437688 10892:15013(-)

CDS_0018

SAMN00792026_a1_ct69698_vs1 11929:15135(-)

CDS_0021
CDS_0022

uvig_471551 11823:15984(-)

CDS_0019CDS_0020
CDS_0021

ATP-dependent protease (CDS_0022)

uvig_23460 12397:15245(-)

CDS_0023

SAMN05414982_a1_ct7954_vs1 12126:14970(-)

CDS_0022

MGV-GENOME-0098626 12627:15529(-)

CDS_0024

3000 nt

lysis other unknown function


