transcriptional regulator (CDS_0031)
metallo-protease (cbs_0030)
minor tail protein (CDS_0022) 33
21 23 24 25 26 amidase (CDS_0027) 28 29 QT3435 36 Sak4-like ssDNA annealing protein (CDS_0037)

|
\

SRS063932 a1l ct60131 vs1 17133:28534(+)

transcriptional regulator (CDS_0031)
amidase (CDS_0027) 28 29 30 32

IMGVR_UViG_7000000651_000099|7000000651|SRS063932_LANL _scaffold_9167 17133:29253(+)

transcriptional regulator (CDS_0031)
holin (CDS_0024) 34
"] endolysin (CDS_0026) 27 28integrase (CDS_0029) 30 32331 35

i%

SRS148100_a1 ct35130_vs1 17010:29655(+)

amidase (CDS_0027) 28 29 30 31 32 33 343536

SRS058730_a1_ct31807_vs1 17265:31494(+)

Retron_VI_HTH (CDS_0029)
31
integrase (CDS_0027) 28 30] 32 36

|
i
19—

MGV-GENOME-0261173 17268:27595(+)

transcriptional repressor (CDS_0029)
Retron_VI_HTH (CDS_0030)
holin (CDS_0026) integrase (CDS_0028)
20 holin (CDS_0025) ~[endolysin (CDS_0027)

3132

\
|
3

IMGVR_UViG_7000000233_000152|7000000233|SRSO 185_73__WUGC_scaffoId_17137|6685745449 15928:28784(+)

Retron_VI_HTH (CDS_0033)
35
endolysin (CDS_0027) 28 29 30 31 32 34136

i

IMGVR_UViG_3300007357_000001|3300007357|Ga0104764_100133 17267:30700(+)

Retron_VI_HTH (CDS_0032)
34
endolysin (CDS_0027) 28 29 30 31 3§T35

g—i

IMGVR_UViG_7000000175_000016|7000000175|SRS017445_Baylor_scaffold_17012 17267:30406(+)

34
amidase (CDS_0027) 28 29 30 integrase (CDS 0031) 32 33735

SRS063678_al ct1782 17266:30800(+)

endolysin (CDS_0027)
28 29 30 31 32

i#

| MGVR_UViG_3300045988_039780|33000ﬁ?8_8\ Ga0495776_159130 17137:27902(+)

5000 nt 1
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