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IMGVR_UViG_7000000651_000099|7000000651|SRS063932_LANL_scaffold_9167 17133:29253(+)

amidase (CDS_0027) 28 29 30
transcriptional regulator (CDS_0031)
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SRS058730_a1_ct31807_vs1 17265:31494(+)

amidase (CDS_0027) 28 29 30 31 32 33 34 3536

MGV-GENOME-0261173 17268:27595(+)
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Retron_VI__HTH (CDS_0029)
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IMGVR_UViG_7000000233_000152|7000000233|SRS018573_WUGC_scaffold_17137|6685-45449 15928:28784(+)
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transcriptional repressor (CDS_0029)
Retron_VI__HTH (CDS_0030)
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IMGVR_UViG_3300007357_000001|3300007357|Ga0104764_100133 17267:30700(+)

endolysin (CDS_0027) 28 29 30 31 32

Retron_VI__HTH (CDS_0033)
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IMGVR_UViG_7000000175_000016|7000000175|SRS017445_Baylor_scaffold_17012 17267:30406(+)

endolysin (CDS_0027) 28 29 30 31

Retron_VI__HTH (CDS_0032)
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SRS063678_a1_ct1782 17266:30800(+)

amidase (CDS_0027) 28 29 30 integrase (CDS_0031) 32 33
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35

IMGVR_UViG_3300045988_039780|3300045988|Ga0495776_159130 17137:27902(+)

endolysin (CDS_0027)
28 29 30 31 32

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcription regulation unknown function Defence


